K K KK C H K
SRSO14948_al ct24719 vs1: 1-16,729 (+)
, ( K K KK C H —~K
uvig_563304: 1-15,818 (+)
K K K KK C XH X
uvig_266934: 1-15,436 (-)
K K KK C KH —~K
MGV-GENOME-0097610: 1-15,456 (+)
K K KK  KH —~K
SRS104636_al _ct29940_vs1:1-15,806 (-)
K K KK  H —~ KK
MGV-GENOME-0101386: 1-15,734 (+)
K KK _ H K K KO-
MGV-GENOME-0093085: 1-15,118 (+)
K KK C KH K K K KKK —
MGV-GENOME-0089067: 1-14,784 (-)
K K KK ( (H —~(
MGV-GENOME-0103052: 1-15,860 (-)
KK K {H —~(K K K HC—C—Ad
uvig 457598 :1-12,233 (+)
K K  H KK K KK —
MGV-GENOME-0090911: 1-14,950 (+)
K K KK L {H <
MGV-GENOME-0111623:1-16,533 (+)
, K KK C H KK K KKK
uvig_65062: 1-13,485 (+)
K £ K K KK L H KK
uvig_102383:1-15,896 (+)
: K KK C H —CICK
IMGVR_UViG_3300045988_056329|3300045988|Ga0495776_020023: 1-17,010 (-)
K K K KK C {H K
MGV-GENOME-0120355: 1-17,269 ()
K KK C H L K K KKK
MGV-GENOME-0090331: 1-14,895 (+)
K K KK £ CH <
MGV-GENOME-0105278:1-16,027 (+)
‘ KK C IH K
Ma_2019_SRR341673_NODE 648 length_17066_cov_32.544119:1-17,066 (-)
K KK C KH —CCK K
MGV-GENOME-0095583: 1-15,305 (+)
K K K KK C H K
uvig_325733:1-16,195 (-)
K KK C H —K K KCH——
MGV-GENOME-0082898: 1-14,232 (+)
K KK C XH 3 K K H—
MGV-GENOME-0083455: 1-14,280 (-)
K KK L KH —(K K
MGV-GENOME-0098738: 1-15,537 (+)
K K KK _ H —CK
MGV-GENOME-0105103: 1-16,015 (+)
K K KK C KH )~
MGV-GENOME-0107262:1-16,182 (+)
_ KK __H XK
IMGVR_UViG_3300045988_053285|3300045988|Ga0495776_020024: 1-17,020 (+)
K KK K (H KK K K HKCO—CKEKA
uvig_307536: 1-13,307 ()
K ( K K KK = —~K

MGV-GENOME-0117482:1-17,027 (+)

( K K KK C—H —~K
uvig_85592: 1-14,347 (+)
K K K KK - K
MGV-GENOME-0084229: 1-14,347 (+)
K K KK C HEOE K
uvig_100634:1-14,812 (-)
K K K K (H —K
SAMNO09781787_al ct164115 vs1:1-17,468 (-)
K ( K K KK ( CH K
uvig_586967:1-17,539 (+)
K K KK K (H K

SAMNO3418265_al ct51840_vs1:1-17,891(-)
f 7000 nt




