o PCLUEDDOU LU I PDEKCICIAHPOEDROCL_NDDOD D

SRS143037_al_ct42443_vs1:1-32,826 (+)

O OEEY O EEDDIO o OPEDCICIKAHPCEDDIEHT OO IED

MGV-GENOME-0219561:1-31,482 (+)

o0 EEOMOEOD0CODOE T o OEO-CKAEHPDEDREOHENDDEE 0D

SRS015686_al ct82458 vs1:1-30,451 (+)

o ML ODICDET0 Lo ORI AMHPDEDED NDADDEL D

IMGVR_UViG_3300008755_000015|3300008755|Ga0114091_100387: 1-32,393 (+)

I BB IN DD O P CCIAMPEDEEDE ibADDE D

SRS019122 al ct12640:1-32,218 (+)

O MO DILDOLO O EOPEOCIIAMHPEDEECL DA D

IMGVR_UViG_3300008754_000139|3300008754|Ga0114089_100124(33817-65613:1-31,797 (+)

O OECEUIEDDOEE S N OO CKIAHHECDEIRDEOE HDDOECIED

SRS052518_al _ct16674:1-31,458 (+)

O OO0 U O PR IEH-HPED-DRDD_NPODEC D

IMGVR_UViG_3300019477_000050|3300019477|Ga0197716_100040: 1-32,165 (+)

o PECAE-POEDRED PO D
o OPECEEHIOEDRIDA_RDDDE D
A ODED-CKAC-HPDEDEDT_HDDEDEL D

IMGVR_UViG_3300006320_000044|3300006320]Ga0099576_1000368: 1-31,422 (+)

WM PDED—CIKAEN-HPEEEEO_RDDDDE D

IMGVR_UViG_3300008715_000055|3300008715|Ga0115609_1000475: 1-31,575 (+)

MGV-GENOME-0220262: 1-31,599 (+)

MGV-GENOME-0217884: 1-31,180 (+)

SRS144368_al _ct51420_vs1:1-31,051 (+)

SRS102808_al ct47758 vs1:1-31,459 (+)

[ O O DIEDOLO Lo R D-CECKAHPEDIED_WDODOE D

SRS075813_al_ct10961 vs1:1-32,624 (+)

o OO ERECO00 O O P CKIA-HPOEDIBEOM_WDCODE D

IMGVR_UViG_3300028506_000023|3300028506|Ga0307858_1038: 1-32,151 (+)

[ O OO OEDODO O OB DD-CAAPED-OOD DD D

IMGVR_UViG_3300045988_073059|3300045988|Ga0495776_004151:1-31,797 (+)

[0 O DDLU O O B PD-CRAAPOEEND- L nbODEL XD

SAMEA2738132_b1 ct6:1-31,835 (+)

O O NIEDDOU ) ) B ) B G O W e VD B ) D ) ) I B ) D s

IMGVR_UViG_3300045988_074069|3300045988|Ga0495776_180863: 1-31,084 (+)

I D DY, o ORED—CAKAMPOEDIDA WD D

MGV-GENOME-0222717:1-31,084 (+)

O UL CEDDCO o OOBRED—CAA-PEENDO_ DO D

SRS012916_al_ct6694 vs1:1-32,215 (+)

O OEESMOC DO o R CKAA-DDEOREIH__NCOUDE D

IMGVR_UViG_3300045988_076130|3300045988|Ga0495776_004362: 1-32,320 (+)

O OEEECT DD o O POE-DEDOAEKKENPDEOIDDL NCODEL D

SRS098045_al ct64611 vs1:1-33,907 (+)

COC ECEOPEDO0OE O OBDED-A-CEBIRIECL WDADDE D

SRS077633_al_ct23833_vs1:1-29,630 (+)

O EEEMOC D000

MGV-GENOME-0209344: 1-26,265 (+)

MGV-GENOME-0205424:1-24,411 (+)

MGV-GENOME-0190135: 1-26,277 (+)

Jgoao

MGV-GENOME-0162018:1-22,090 (+)

O EORED-DCHENDOA_RDODEL D

M PDED-DOEH-T_IDADOEED
SRS024081_al_ct29199 vs1:1-27,846 (+) D
o IWCDEDDLO MOPOED-CEIDDOE WD DD
MGV-GENOME-0201509: 1-27,644 (+) D -

DD WD 0D

SRS024637_al ct9899 vs1:1-25,344 (+) D
O OEEYOE DEDODO o EOE-O-C KOO O O )ADEICIA-HPEIEDE NDODE D

SRS144644 _al_ct28435 vs1: 1-43,400 (+)

SRS019488_al_ct3870_vs1:1-28,920 (+)

IMGVR_UViG_3300007315_000234|3300007315|Ga0104930_100141[123-32146: 1-32,024 (+)

O OEESOEEDOD O R -DOD-CE D0 } AEDEKEREEN-HPDER- BT ODDEC0D

SRS100027_al ct17092 vs1:1-46,100 (+)
} 10000 nt {
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