
SRS143037_a1_ct42443_vs1: 1-32,826 (+)

MGV-GENOME-0219561: 1-31,482 (+)

SRS015686_a1_ct82458_vs1: 1-30,451 (+)

IMGVR_UViG_3300008755_000015|3300008755|Ga0114091_100387: 1-32,393 (+)

SRS019122_a1_ct12640: 1-32,218 (+)

IMGVR_UViG_3300008754_000139|3300008754|Ga0114089_100124|33817-65613: 1-31,797 (+)

SRS052518_a1_ct16674: 1-31,458 (+)

IMGVR_UViG_3300019477_000050|3300019477|Ga0197716_100040: 1-32,165 (+)

MGV-GENOME-0220262: 1-31,599 (+)

MGV-GENOME-0217884: 1-31,180 (+)

IMGVR_UViG_3300006320_000044|3300006320|Ga0099576_1000368: 1-31,422 (+)

IMGVR_UViG_3300008715_000055|3300008715|Ga0115609_1000475: 1-31,575 (+)

SRS144368_a1_ct51420_vs1: 1-31,051 (+)

SRS102808_a1_ct47758_vs1: 1-31,459 (+)

SRS075813_a1_ct10961_vs1: 1-32,624 (+)

IMGVR_UViG_3300028506_000023|3300028506|Ga0307858_1038: 1-32,151 (+)

IMGVR_UViG_3300045988_073059|3300045988|Ga0495776_004151: 1-31,797 (+)

SAMEA2738132_b1_ct6: 1-31,835 (+)

IMGVR_UViG_3300045988_074069|3300045988|Ga0495776_180863: 1-31,084 (+)

MGV-GENOME-0222717: 1-31,084 (+)

SRS012916_a1_ct6694_vs1: 1-32,215 (+)

IMGVR_UViG_3300045988_076130|3300045988|Ga0495776_004362: 1-32,320 (+)

SRS098045_a1_ct64611_vs1: 1-33,907 (+)

SRS077633_a1_ct23833_vs1: 1-29,630 (+)

MGV-GENOME-0209344: 1-26,265 (+)

MGV-GENOME-0205424: 1-24,411 (+)

MGV-GENOME-0190135: 1-26,277 (+)

MGV-GENOME-0162018: 1-22,090 (+)

SRS019488_a1_ct3870_vs1: 1-28,920 (+)

SRS024081_a1_ct29199_vs1: 1-27,846 (+)

MGV-GENOME-0201509: 1-27,644 (+)

SRS024637_a1_ct9899_vs1: 1-25,344 (+)

SRS144644_a1_ct28435_vs1: 1-43,400 (+)

IMGVR_UViG_3300007315_000234|3300007315|Ga0104930_100141|123-32146: 1-32,024 (+)

SRS100027_a1_ct17092_vs1: 1-46,100 (+)

10000 nt

defence (PADLOC) virulence (VFDB)


