
IMGVR_UViG_7000000568_000046|7000000568|SRS051930_LANL_scaffold_47721: 1-34,387 (+)

IMGVR_UViG_3300014037_000233|3300014037|Ga0119816_1000390|10457-46422: 1-35,966 (+)

IMGVR_UViG_3300008144_000014|3300008144|Ga0114284_1000369: 1-39,942 (+)

IMGVR_UViG_3300007355_000061|3300007355|Ga0104762_1000004|174772-218388: 1-43,617 (+)

SAMEA2737977_b1_ct3: 1-42,488 (+)

SAMEA2737949_b1_ct1: 1-37,043 (+)

IMGVR_UViG_3300008481_000021|3300008481|Ga0115177_1000349: 1-38,205 (+)

SAMEA2737938_b1_ct1: 1-37,518 (+)

SRS064937_a1_ct11150: 1-36,135 (+)

IMGVR_UViG_3300008743_000145|3300008743|Ga0114022_1000022|32736-68246: 1-35,511 (+)

IMGVR_UViG_3300006498_000154|3300006498|Ga0100374_100100|35072-70582: 1-35,511 (+)

SAMEA2737962_b1_ct5: 1-37,219 (+)

IMGVR_UViG_3300014024_000097|3300014024|Ga0119801_100121|497-40058: 1-39,562 (+)

SAMEA2738020_b1_ct1: 1-36,136 (+)

SRS143068_a1_ct16740_vs01: 1-41,861 (+)

IMGVR_UViG_3300008645_000122|3300008645|Ga0111425_100153: 1-43,774 (+)

SAMEA2737985_b1_ct1: 1-37,181 (+)

IMGVR_UViG_3300007654_000005|3300007654|Ga0105017_100340: 1-37,286 (+)

MGV-GENOME-0250339: 1-36,788 (+)

SAMEA2738009_b1_ct1: 1-41,718 (+)

IMGVR_UViG_3300029109_000006|3300029109|Ga0168978_100257: 1-36,625 (+)

SRS064449_a1_ct29990_vs1: 1-46,864 (+)

IMGVR_UViG_3300008682_000165|3300008682|Ga0111556_1000034|46124-88757: 1-42,634 (+)

SRS045763_a1_ct1364_vs1: 1-42,773 (+)

IMGVR_UViG_3300014815_000014|3300014815|Ga0119815_1000503: 1-34,259 (+)

SRS143872_a1_ct13617_vs01: 1-37,397 (+)

SAMEA2737882_b1_ct2: 1-37,228 (+)

SAMEA2737941_b1_ct2: 1-42,278 (+)

IMGVR_UViG_3300007320_000188|3300007320|Ga0104940_1000007|182617-229238: 1-46,622 (+)

IMGVR_UViG_7000000208_000014|7000000208|SRS011126_Baylor_scaffold_22450: 1-36,621 (+)

IMGVR_UViG_3300008565_000216|3300008565|Ga0111061_1000014|21115-56804: 1-35,690 (+)

IMGVR_UViG_3300008152_000193|3300008152|Ga0114285_1000166: 1-51,973 (+)

SRS063485_a1_ct49655_vs1: 1-35,285 (+)

IMGVR_UViG_3300007666_000102|3300007666|Ga0105543_1000025|69-33643: 1-33,575 (+)

SRS019276_a1_ct99051_vs01: 1-27,048 (+)

20000 nt
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