P OB XK H OO KRR KA KD

— -—
uvig 477531:1-44,206 (+)

DO X KIDA—OMAKE N O

—
uvig 410994: 1-40,300 (+)

OO IHIDAEEMRHAEK KA KKICKKD

\MGVR7UViGi3SOOO4S9887187703|3300045988\630495776717_1835\6947746142: 1-39,196 (+)

P HE—IXKAREC_ KD E-EAEICK KA KA KD

_—
uvig_375202:1-40,607 (+)

I B WO B, O O O SN 5 O 01 O KKK KA KKD

MGV-GENOME-0357955: 1-40,249 (+)

uvig 584276:1-39,767 (+)

uvig_244251:1-41,517 (+)

DO KD AC KK N N O

IMGVR_UViG_3300029784 000332|3300029784|Ga0243806_ 1000191\73789 119104 1 45,316 (+ )

O OB KA KA KKK KAD

\MG\/R7UViGi3SOOO459887057082|3300045988\63049577@_164488: 1-38,871(+)

P BRI MK KRR KD

MGV-GENOME-0329340: 1-38,871 (+)
OB KH{ID-HIEIEEHACAREEHACK KRR KKK KCKD
MGV-GENOME-0352943: 1-47,240 (+)
D BRI KO OIS KRR KKK D

SAMN11252289_al ct101527_vs1:1-47,347 (+)

D@D KO- HEED-AE-GAKIC KRR KA KD
uvig_459665_: 1-45,196 (+)

MGV-GENOME-0239446:1-35,143 (+)

MGV-GENOME-0178093: 1-24,381 (+)
OB KKK KRR KD

MGV-GENOME-0250180: 1-36,764 (+)

MGV-GENOME-0211124:1-27,639 (+)

MGV-GENOME-0240763: 1-35,335 (+)

MGV-GENOME-0220017: 1-29,586 (+)

MGV-GENOME-0193915: 1-26,906 (+)

MGV-GENOME-0185489:1-25,518 (+)

MGV-GENOME-0225186:1-32,429 (+)

MGV-GENOME-0262335: 1-28,803 (+)

MGV-GENOME-0346981:1-28,651 (+)

MGV-GENOME-0317731:1-28,834 (+)

MGV-GENOME-0191468:1-26,002 (+)

uvig_581946:1-40,619 (+)

OO IID—HDDP DD - CHIAHC KRR KKK D

IMGVR_UViG_3300029388_000088|3300029388|Ga0243998_1000429: 1-48,280 (+)

C DO KD+ HD DK FOKKKH KRR R KKD

uvig 508977:1-58,803 (+)

D ORI XKD N DK FOAEIEH KR KKK D

SAMNO6164639_al_ct25234:1-56,234 (+)

I /B W e O O N ¢ 0 00 KRR KKK KCKD

MGV-GENOME-0288896: 1-37,102 (+)

PP KM D—O I D PED-CAKIE KKK KKK KKIC KD
Han_2018 ERR1398137 NODE _18_length_57858 _cov_363.044652: 1-57,858 (+)

OO PRI KOOI —0—] DT ORI KKK KKK KA ICKED

' N S —
uvig 589922:1-51,382 (+)

EEOAEBIR XKD AHEIPD—0—DR I KKK KKK DD
SAMNO9781727 al ct59474 vs1:1-49,327 (+)
} 20000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
I




