
uvig_477531: 1-44,206 (+)

uvig_410994: 1-40,300 (+)

IMGVR_UViG_3300045988_187703|3300045988|Ga0495776_171835|6947-46142: 1-39,196 (+)

uvig_375202: 1-40,607 (+)

MGV-GENOME-0357955: 1-40,249 (+)

uvig_584276: 1-39,767 (+)

uvig_244251: 1-41,517 (+)

IMGVR_UViG_3300029784_000332|3300029784|Ga0243806_1000191|73789-119104: 1-45,316 (+)

IMGVR_UViG_3300045988_057082|3300045988|Ga0495776_164488: 1-38,871 (+)

MGV-GENOME-0329340: 1-38,871 (+)

MGV-GENOME-0352943: 1-47,240 (+)

SAMN11252289_a1_ct101527_vs1: 1-47,347 (+)

uvig_459665_: 1-45,196 (+)

MGV-GENOME-0239446: 1-35,143 (+)

MGV-GENOME-0178093: 1-24,381 (+)

MGV-GENOME-0250180: 1-36,764 (+)

MGV-GENOME-0211124: 1-27,639 (+)

MGV-GENOME-0240763: 1-35,335 (+)

MGV-GENOME-0220017: 1-29,586 (+)

MGV-GENOME-0193915: 1-26,906 (+)

MGV-GENOME-0185489: 1-25,518 (+)

MGV-GENOME-0225186: 1-32,429 (+)

MGV-GENOME-0262335: 1-28,803 (+)

MGV-GENOME-0346981: 1-28,651 (+)

MGV-GENOME-0317731: 1-28,834 (+)

MGV-GENOME-0191468: 1-26,002 (+)

uvig_581946: 1-40,619 (+)

IMGVR_UViG_3300029388_000088|3300029388|Ga0243998_1000429: 1-48,280 (+)

uvig_508977: 1-58,803 (+)

SAMN06164639_a1_ct25234: 1-56,234 (+)

MGV-GENOME-0288896: 1-37,102 (+)

Han_2018_ERR1398137_NODE_18_length_57858_cov_363.044652: 1-57,858 (+)

uvig_589922: 1-51,382 (+)

SAMN09781727_a1_ct59474_vs1: 1-49,327 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


