
IMGVR_UViG_3300030320_000091|3300030320|Ga0244994_103050: 1-13,265 (+)

MGV-GENOME-0063412: 1-12,727 (-)

uvig_246874: 1-13,345 (-)

MGV-GENOME-0065673: 1-12,887 (+)

uvig_7440: 1-13,110 (+)

uvig_220346: 1-13,346 (-)

IMGVR_UViG_3300045988_108315|3300045988|Ga0495776_050852: 1-13,471 (+)

MGV-GENOME-0076578: 1-13,693 (-)

MGV-GENOME-0077638: 1-13,782 (+)

MGV-GENOME-0074297: 1-13,510 (+)

SAMN09781781_a1_ct283628_vs1: 1-13,119 (-)

Ma_2019_SRR413745_NODE_2149_length_13331_cov_2.655167: 1-13,331 (-)

IMGVR_UViG_3300030031_000046|3300030031|Ga0245030_101635: 1-13,482 (+)

MGV-GENOME-0068213: 1-13,061 (-)

IMGVR_UViG_3300029542_000108|3300029542|Ga0244933_101629: 1-13,149 (+)

IMGVR_UViG_3300045988_104973|3300045988|Ga0495776_007220: 1-13,203 (+)

SRS016018_a1_ct15560_vs1: 1-13,056 (-)

IMGVR_UViG_3300045988_143407|3300045988|Ga0495776_050670: 1-13,244 (-)

MGV-GENOME-0079970: 1-13,977 (+)

uvig_18222: 1-13,222 (+)

uvig_24978: 1-13,762 (+)

MGV-GENOME-0079912: 1-13,971 (+)

MGV-GENOME-0077180: 1-13,743 (-)

MGV-GENOME-0075124: 1-13,573 (+)

uvig_77902: 1-13,444 (-)

uvig_18115: 1-13,120 (+)

MGV-GENOME-0058520: 1-12,395 (-)

MGV-GENOME-0072107: 1-13,348 (-)

MGV-GENOME-0072916: 1-13,407 (-)

uvig_252122: 1-12,693 (+)

uvig_326907: 1-13,580 (+)

SRS147346_a1_ct64749_vs1: 1-13,275 (-)

MGV-GENOME-0073555: 1-13,459 (+)

Kang_0047_ST002_N_NODE_239_length_13839_cov_765.842499: 1-13,839 (-)

5000 nt


