MGV-GENOME-0191301: 1-26,460 (+)

MGV-GENOME-0208717:1-26,257 (-)
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Uvig 410399: 1-26,356 ()

MGV-GENOME-0183814: 1-25,256 (+)
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MGV-GENOME-0205855: 1-29,029 (-)
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uvig 403171:1-26,287 (-)
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?\/\G\/'GENOME—0189759: 1-26,214(-)

uvig_591039:1-25,588 (-)

MGV-GENOME-0184985:1-25,435 (-)
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MGV-GENOME-0186775:1-25,726 (+)
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MGV-GENOME-0204265: 1-28.730 (1)

MGV-GENOME-0253779:1-28,751(-)

Han_2018_ERR1398097_NODE_204_length_17928_cov_134.050020: 1-17,928 (+)
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uvig_182932:1-17,098 (-)
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uvig_385220:1-16,992 (-)

MGV-GENOME-0182313:1-25,028 (-)

:;

MGV-GENOME-0182762:1-25,096 (-)

MGV-GENOME-0192965:1-26,745 (+)

MGV-GENOME-0176243: 1-24,104 (-)
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M(IS\/—GENOME70186736: 1-25721(+)

H K

?\/\G\/—GENOME70188041: 1-25,932 (+)
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SAMNO3418267_al_ct35617_vs1:1-26,083 (+)

Rampe\H,lOOZS,NIO.DE,lO17\ength7283307cov77.973899: 1-28,330(+)

MGV-GENOME-0175463:1-23,984 (-)
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MGV-GENOME-0182951: 1-25,126 (+)
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MGV-GENOME-0215320: 1-30,715 (+)

&

MGV-GENOME-0200871:1-28,119 (+)

MGV-GENOME-0189172:1-26,115 (-)
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MGV-GENOME-0211182:1-29,953 (+)
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MGV-GENOME-0183718: 1-25,240 (-)
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uvig_341326:1-28,616 (-)
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MGV-GENOME-0195683: 1-27,208 (-)

X K AR KK XK O K KKAE-CAAd
MGV-GENOME-0228765: 1-28,668 (-)
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MGV-GENOME-0197500: 1-27,532 (-)
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