MGV-GENOME-0102140: 1-15,793 (+)

MGV-GENOME-0093145:1-15,123 (+)

uvig_82075:1-15,603 (-)

SRS143466_al ct103935_ vs1:1-15,396 (+)

MGV-GENOME-0096235: 1-15,350 (+)

MGV-GENOME-0095820: 1-15,321 (+)

MGV-GENOME-0092221: 1-15,057 (+)

MGV-GENOME-0092254: 1-15,060 (-)

uvig_58033:1-14,937 (+)

uvig_76870:1-14,741 (+)

MGV-GENOME-0099898: 1-15,622 (+)

MGV-GENOME-0092687: 1-15,091 (+)

uvig_53690: 1-14,430 (-)

MGV-GENOME-0100545: 1-15,672 (+)

MGV-GENOME-0099102: 1-15,563 (+)

MGV-GENOME-0095506: 1-15,298 (-)

MGV-GENOME-0098758:1-15,539 (+)

Kang_0009_ST004_A_NODE_9_length_15014_cov_736.922158:1-15,014 (-)

uvig_549796:1-15,308 (+)

uvig_223343:1-14,747 (-)

uvig_128149: 1-15,287 (+)

uvig_236865:1-15,820 (-)

MGV-GENOME-0104819:1-15,993 ()

uvig_564114:1-15,458 (-)

SAMNO00993245_al_ct20825_vs1: 1-15,486 (-)

uvig_127433:1-15,625 (+)

MGV-GENOME-0102049: 1-15,786 (+)

uvig_590476:1-15,782 (+)

MGV-GENOME-0105036: 1-16,011 (-)

SRS014948 a1 _ct88203_vs1:1-15,276 (-)

uvig 471178:1-15,381 (-)

uvig_593973:1-15,072 (-)

uvig_108799: 1-13,466 (-)

6000 nt



