
IMGVR_UViG_3300045988_180940|3300045988|Ga0495776_051273: 1-66,002 (+)

IMGVR_UViG_3300045988_179416|3300045988|Ga0495776_009491: 1-65,162 (+)

IMGVR_UViG_3300045988_178098|3300045988|Ga0495776_009318: 1-66,050 (+)

IMGVR_UViG_3300045988_177890|3300045988|Ga0495776_033005: 1-65,583 (+)

IMGVR_UViG_3300045988_179515|3300045988|Ga0495776_014960: 1-71,022 (+)

MGV-GENOME-0340634: 1-66,110 (+)

IMGVR_UViG_3300045988_179808|3300045988|Ga0495776_009502: 1-65,497 (+)

IMGVR_UViG_3300009963_000004|3300009963|Ga0133749_10004: 1-65,713 (+)

MGV-GENOME-0340573: 1-66,057 (+)

IMGVR_UViG_3300045988_180055|3300045988|Ga0495776_009339: 1-66,292 (+)

IMGVR_UViG_3300045988_181071|3300045988|Ga0495776_009508: 1-65,647 (+)

IMGVR_UViG_3300045988_179553|3300045988|Ga0495776_122098: 1-64,038 (+)

IMGVR_UViG_3300045988_180037|3300045988|Ga0495776_111642: 1-62,169 (+)

SAMEA2737965_b1_ct3: 1-66,325 (+)

IMGVR_UViG_3300045988_179195|3300045988|Ga0495776_009533: 1-65,886 (+)

MGV-GENOME-0340366: 1-65,887 (+)

MGV-GENOME-0340631: 1-66,106 (+)

IMGVR_UViG_7000000454_000019|7000000454|SRS015755_WUGC_scaffold_47054: 1-65,434 (+)

IMGVR_UViG_3300008331_000007|3300008331|Ga0114894_100025: 1-65,408 (+)

MGV-GENOME-0340619: 1-66,095 (+)

IMGVR_UViG_3300007135_000001|3300007135|Ga0102639_100059: 1-65,943 (+)

IMGVR_UViG_3300007024_000001|3300007024|Ga0102596_100004: 1-66,029 (+)

IMGVR_UViG_3300008505_000002|3300008505|Ga0111014_100043: 1-61,635 (+)

IMGVR_UViG_7000000639_000046|7000000639|SRS015745_WUGC_scaffold_9855: 1-60,952 (+)

MGV-GENOME-0340090: 1-65,629 (+)

IMGVR_UViG_3300045988_179201|3300045988|Ga0495776_073522: 1-60,949 (+)

IMGVR_UViG_3300045988_180454|3300045988|Ga0495776_009763: 1-65,036 (+)

MGV-GENOME-0327924: 1-57,972 (+)

MGV-GENOME-0316823: 1-52,703 (+)

MGV-GENOME-0304390: 1-47,990 (+)

MGV-GENOME-0254136: 1-37,443 (+)

MGV-GENOME-0284629: 1-43,104 (+)

MGV-GENOME-0244990: 1-35,944 (+)

20000 nt

defence (PADLOC) anti-defence (dbAPIS)


