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MGV-GENOME-0257902: 1-34,454 (+)
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TemPhD_cluster_62576: 1-34,397 (+)
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MGV-GENOME-0205253:1-28,917 (+)
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Ma_2019_SRR413750_NODE _663_length_34783_cov_8.406617:1-34,783 (+)
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MGV-GENOME-0249932: 1-34,090 (+)
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MGV-GENOME-0336902: 1-32,778 (+)
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uvig_62794:1-40,970 (+)
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uvig 328930: 1-32,045 (+)
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MGV-GENOME-0207824: 1-26,017 (+)
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MGV-GENOME-0195645: 1-27,202 (+)
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MGV-GENOME-0190453: 1-26,328 (+)
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MGV-GENOME-0180680: 1-24,764 (+)
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MGV-GENOME-0211227:1-27,588 (+)
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MGV-GENOME-0238526:1-27,597 (+)
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MGV-GENOME-0206916:1-27,426 (+)
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MGV-GENOME-0228632: 1-26,941 (+)
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MGV-GENOME-0220183:1-27,671 (+)
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MGV-GENOME-0193162:1-26,777 (+)
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MGV-GENOME-0289617: 1-32,043 (+)
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uvig 439847:1-25465 (+)
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MGV-GENOME-0185173:1-22,843 (+)
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MGV-GENOME-0166281:1-20,386 (+)
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MGV-GENOME-0216071:1-25,354 (+)

uvig_160425:1-25,077 (+)
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MGV-GENOME-0199754:1-27,931 (+)
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MGV-GENOME-0226319:1-26,890 (+)

MGV-GENOME-0186419:1-25,668 (+)
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uvig_194834:1-35,004 (+)
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MGV-GENOME-0200573:1-25,512 (+)
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MGV-GENOME-0155498:1-21,219 (+)

I B ) BV ) ) ) PPEEO -G XL DAD L OUIPESINDAD

MGV-GENOME-4422273:1-33,655 (+)
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MGV-GENOME-0198908: 1-26,710 (+)

uvig 89749:1-24,603 (+)
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defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
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