
IMGVR_UViG_2703718813_000007|2703718813|2703740573|14880-50210: 1-35,331 (+)

IMGVR_UViG_2617271340_000007|2617271340|2617367235|112864-147254: 1-34,391 (+)

IMGVR_UViG_2531839666_000023|2531839666|2531928767|102363-137017: 1-34,655 (+)

IMGVR_UViG_2698536477_000007|2698536477|2698559483|511462-547035: 1-35,574 (+)

IMGVR_UViG_2778261341_000005|2778261341|2778301016|123997-159289: 1-35,293 (+)

IMGVR_UViG_2579778804_000007|2579778804|2579817695|5066-39260: 1-34,195 (+)

TemPhD_cluster_33577: 1-34,309 (+)

TemPhD_cluster_62769_: 1-33,550 (+)

TemPhD_cluster_62819_: 1-33,355 (+)

IMGVR_UViG_2537562189_000010|2537562189|2537633007|753563-785910: 1-32,348 (+)

SAMEA2579970_a1_ct23590_vs1: 1-34,900 (+)

uvig_113379: 1-34,543 (+)

TemPhD_cluster_51837: 1-33,378 (+)

TemPhD_cluster_62639_: 1-34,116 (+)

TemPhD_cluster_43907: 1-32,721 (+)

MGV-GENOME-0212193: 1-30,134 (+)

TemPhD_cluster_22033: 1-34,071 (+)

TemPhD_cluster_43723: 1-34,104 (+)

IMGVR_UViG_2703718859_000017|2703718859|2703744659|94009-126862: 1-32,854 (+)

TemPhD_cluster_13780: 1-33,206 (+)

TemPhD_cluster_28255: 1-33,857 (+)

TemPhD_cluster_43762: 1-33,856 (+)

IMGVR_UViG_2534682163_000020|2534682163|2534791305|184177-216294: 1-32,118 (+)

TemPhD_cluster_62912_: 1-32,946 (+)

TemPhD_cluster_51853: 1-33,277 (+)

IMGVR_UViG_2703718824_000019|2703718824|2703741716|100225-132574: 1-32,350 (+)

IMGVR_UViG_2698536549_000026|2698536549|2698568020|880-32096: 1-31,217 (+)

TemPhD_cluster_62871_: 1-33,129 (+)

TemPhD_cluster_37776_: 1-33,853 (+)

TemPhD_cluster_26304: 1-33,863 (+)

TemPhD_cluster_51540: 1-34,526 (+)

IMGVR_UViG_2703718868_000014|2703718868|2703745554|2-29968: 1-29,967 (+)

IMGVR_UViG_2667527789_000014|2667527789|2667565262|1-34527: 1-34,527 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC)


