
MGV-GENOME-0281956: 1-42,633 (+)

SRS043018_a1_ct24019: 1-42,749 (+)

SAMEA2737907_b1_ct1: 1-42,914 (+)

SRS049392_a1_ct10881: 1-42,666 (+)

SRS018443_a1_ct6149_vs01: 1-43,462 (+)

MGV-GENOME-0280831: 1-42,400 (+)

MGV-GENOME-0282458: 1-42,724 (+)

MGV-GENOME-0284003: 1-42,979 (+)

MGV-GENOME-0283832: 1-42,951 (+)

SAMEA2737926_b1_ct4: 1-42,699 (+)

MGV-GENOME-0283782: 1-42,943 (+)

MGV-GENOME-0282608: 1-42,754 (+)

MGV-GENOME-0282304: 1-42,697 (+)

MGV-GENOME-0301036: 1-42,498 (+)

MGV-GENOME-0282681: 1-42,768 (+)

SAMEA2737980_b1_ct5: 1-42,713 (+)

SRS021960_a1_ct15151_vs1: 1-42,956 (+)

MGV-GENOME-0284168: 1-43,012 (+)

SRS043867_a1_ct3308: 1-42,938 (+)

SRS144382_a1_ct2687_vs1: 1-42,988 (+)

MGV-GENOME-0284214: 1-43,022 (+)

SRS147871_a1_ct16135: 1-42,821 (+)

MGV-GENOME-0284865: 1-43,148 (+)

SAMEA2737922_b1_ct3: 1-42,619 (+)

MGV-GENOME-0282402: 1-42,714 (+)

SRS143068_a1_ct25497_vs1: 1-42,709 (+)

MGV-GENOME-0285286: 1-43,229 (+)

SAMEA2737923_b1_ct5: 1-43,174 (+)

SRS047126_a1_ct12147_vs1: 1-42,682 (+)

SRS043729_a1_ct15560_vs01: 1-41,507 (+)

SRS056113_a1_ct14389_vs1: 1-44,042 (+)

MGV-GENOME-0244562: 1-35,880 (+)

SRS020340_a1_ct24337_vs1: 1-29,401 (+)

10000 nt


