
MGV-GENOME-0211809: 1-30,061 (+)

MGV-GENOME-0212459: 1-30,185 (+)

MGV-GENOME-0209331: 1-29,627 (+)

uvig_248364: 1-26,945 (+)

MGV-GENOME-0191570: 1-26,507 (+)

MGV-GENOME-0222603: 1-31,999 (+)

uvig_52359: 1-27,425 (+)

MGV-GENOME-0249899: 1-36,726 (+)

MGV-GENOME-0211246: 1-29,963 (+)

uvig_229789: 1-35,280 (+)

MGV-GENOME-0239327: 1-35,126 (+)

IMGVR_UViG_3300045988_021922|3300045988|Ga0495776_002559: 1-42,455 (+)

OTU_2378: 1-39,369 (+)

MGV-GENOME-0281111: 1-42,455 (+)

MGV-GENOME-0266205: 1-39,548 (+)

IMGVR_UViG_3300045988_024376|3300045988|Ga0495776_070899: 1-41,781 (+)

MGV-GENOME-0274065: 1-38,551 (+)

MGV-GENOME-0229622: 1-33,244 (+)

IMGVR_UViG_3300045988_021901|3300045988|Ga0495776_099740: 1-44,037 (+)

uvig_312827: 1-40,300 (+)

IMGVR_UViG_3300045988_029168|3300045988|Ga0495776_015580: 1-45,436 (+)

uvig_231737: 1-45,436 (+)

MGV-GENOME-0287974: 1-43,819 (+)

uvig_541703: 1-43,308 (+)

MGV-GENOME-0295218: 1-45,436 (+)

uvig_42654: 1-33,637 (+)

MGV-GENOME-0283503: 1-42,897 (+)

uvig_526448: 1-43,189 (+)

MGV-GENOME-0290617: 1-44,418 (+)

IMGVR_UViG_3300045988_026214|3300045988|Ga0495776_136032: 1-42,897 (+)

uvig_328810: 1-45,100 (+)

uvig_132515: 1-41,446 (+)

MGV-GENOME-0285637: 1-43,308 (+)

IMGVR_UViG_3300045988_023666|3300045988|Ga0495776_012767: 1-44,418 (+)

MGV-GENOME-0276382: 1-41,505 (+)

MGV-GENOME-0288089: 1-43,845 (+)

IMGVR_UViG_3300045988_019655|3300045988|Ga0495776_029509: 1-40,672 (+)

uvig_242136: 1-45,615 (+)

MGV-GENOME-0286300: 1-43,454 (+)

MGV-GENOME-0256806: 1-37,896 (+)

MGV-GENOME-0277289: 1-41,688 (+)

IMGVR_UViG_3300023721_000006|3300023721|Ga0257062_100543: 1-43,211 (+)

IMGVR_UViG_3300045988_012671|3300045988|Ga0495776_018635: 1-42,875 (+)

uvig_198455: 1-42,875 (+)

IMGVR_UViG_3300045988_027627|3300045988|Ga0495776_027991: 1-42,215 (+)

MGV-GENOME-0274757: 1-41,183 (+)

uvig_157184: 1-44,784 (+)

MGV-GENOME-0290006: 1-44,274 (+)

MGV-GENOME-4418246: 1-41,490 (+)

uvig_134621: 1-44,374 (+)

IMGVR_UViG_3300029373_000012|3300029373|Ga0243914_100755: 1-42,698 (+)

uvig_463143: 1-40,726 (+)

uvig_86901: 1-42,447 (+)

IMGVR_UViG_3300029881_000020|3300029881|Ga0245307_1000867: 1-41,740 (+)

IMGVR_UViG_3300045988_025960|3300045988|Ga0495776_001294: 1-41,683 (+)

IMGVR_UViG_3300029419_000008|3300029419|Ga0243913_100844: 1-42,583 (+)

uvig_76205: 1-46,546 (+)

IMGVR_UViG_3300045988_012699|3300045988|Ga0495776_070697: 1-41,688 (+)

IMGVR_UViG_3300030320_000014|3300030320|Ga0244994_101011: 1-41,389 (+)

uvig_567433: 1-43,683 (+)

MGV-GENOME-0287677: 1-43,751 (+)

MGV-GENOME-0287247: 1-43,660 (+)

uvig_234048: 1-44,089 (+)

MGV-GENOME-0297347: 1-45,943 (+)

IMGVR_UViG_3300045988_005506|3300045988|Ga0495776_012691: 1-44,285 (+)

uvig_566668: 1-43,791 (+)

IMGVR_UViG_3300045988_048852|3300045988|Ga0495776_015940: 1-45,817 (+)

uvig_247553: 1-42,374 (+)

OTU_1553: 1-43,402 (+)

uvig_330669: 1-45,817 (+)

IMGVR_UViG_3300029996_000027|3300029996|Ga0245029_100676: 1-41,503 (+)

IMGVR_UViG_3300045988_032759|3300045988|Ga0495776_098031: 1-45,943 (+)

IMGVR_UViG_3300045988_019668|3300045988|Ga0495776_094848: 1-43,052 (+)

MGV-GENOME-0279805: 1-42,193 (+)

MGV-GENOME-0288617: 1-43,965 (+)

uvig_106817: 1-43,142 (+)

IMGVR_UViG_3300045988_037355|3300045988|Ga0495776_020503: 1-43,762 (+)

IMGVR_UViG_3300045988_056867|3300045988|Ga0495776_137798: 1-45,421 (+)

MGV-GENOME-0284652: 1-43,109 (+)

uvig_225256: 1-42,785 (+)

IMGVR_UViG_3300045988_008240|3300045988|Ga0495776_020379: 1-43,579 (+)

IMGVR_UViG_3300045988_005471|3300045988|Ga0495776_020673: 1-43,916 (+)

MGV-GENOME-0275716: 1-41,369 (+)

MGV-GENOME-0297168: 1-45,900 (+)

IMGVR_UViG_3300045988_016583|3300045988|Ga0495776_006774: 1-46,632 (+)

MGV-GENOME-0284425: 1-43,061 (+)

uvig_18431: 1-42,193 (+)

IMGVR_UViG_3300045988_020890|3300045988|Ga0495776_014540: 1-45,185 (+)

uvig_184314: 1-42,963 (+)

IMGVR_UViG_3300045988_033549|3300045988|Ga0495776_019482: 1-43,119 (+)

uvig_40171: 1-43,867 (+)

IMGVR_UViG_3300045988_025970|3300045988|Ga0495776_019471: 1-43,109 (+)

IMGVR_UViG_3300045988_038616|3300045988|Ga0495776_187640: 1-42,791 (+)

uvig_442960_: 1-42,630 (+)

IMGVR_UViG_3300029851_000011|3300029851|Ga0245290_100490: 1-45,284 (+)

uvig_140669: 1-41,446 (+)

uvig_29563: 1-42,193 (+)

OTU_1485: 1-43,925 (+)

IMGVR_UViG_3300045988_015264|3300045988|Ga0495776_132593: 1-44,422 (+)

uvig_214956: 1-46,580 (+)

uvig_23814: 1-44,678 (+)

IMGVR_UViG_3300045988_025918|3300045988|Ga0495776_019717: 1-43,425 (+)

MGV-GENOME-0286372: 1-43,469 (+)

SAMN11031368_a1_ct3801: 1-43,235 (+)

IMGVR_UViG_3300045988_029038|3300045988|Ga0495776_015941: 1-45,818 (+)

IMGVR_UViG_3300045988_037329|3300045988|Ga0495776_135816: 1-42,832 (+)

IMGVR_UViG_3300045988_031234|3300045988|Ga0495776_095143: 1-43,170 (+)

MGV-GENOME-0292749: 1-44,901 (+)

uvig_297687: 1-44,722 (+)

uvig_235803: 1-44,750 (+)

uvig_569175: 1-46,942 (+)

IMGVR_UViG_3300045988_039963|3300045988|Ga0495776_015959: 1-45,836 (+)

MGV-GENOME-0301743: 1-47,144 (+)

IMGVR_UViG_3300045988_035159|3300045988|Ga0495776_014491: 1-45,109 (+)

IMGVR_UViG_3300030439_000007|3300030439|Ga0238497_10004: 1-42,965 (+)

MGV-GENOME-0283090: 1-42,832 (+)

IMGVR_UViG_3300045988_010724|3300045988|Ga0495776_086378: 1-43,478 (+)

uvig_312031: 1-43,939 (+)

IMGVR_UViG_3300045988_020918|3300045988|Ga0495776_139584: 1-43,667 (+)

IMGVR_UViG_3300029554_000022|3300029554|Ga0245041_100408: 1-45,171 (+)

MGV-GENOME-0287531: 1-43,721 (+)

uvig_139342: 1-43,478 (+)

MGV-GENOME-0293061: 1-44,962 (+)

uvig_199228: 1-45,198 (+)

IMGVR_UViG_3300045988_037199|3300045988|Ga0495776_020458: 1-43,713 (+)

MGV-GENOME-0293386: 1-45,021 (+)

IMGVR_UViG_3300045988_026267|3300045988|Ga0495776_139690: 1-43,721 (+)

IMGVR_UViG_3300045988_041593|3300045988|Ga0495776_092973: 1-44,750 (+)

MGV-GENOME-0302590: 1-47,402 (+)

uvig_182957: 1-44,962 (+)

IMGVR_UViG_3300030400_000007|3300030400|Ga0238533_10005: 1-44,046 (+)

IMGVR_UViG_3300045988_015146|3300045988|Ga0495776_012719: 1-44,337 (+)

IMGVR_UViG_3300045988_015610|3300045988|Ga0495776_006759: 1-46,605 (+)

uvig_253624: 1-45,127 (+)

uvig_223620: 1-43,625 (+)

MGV-GENOME-0261781: 1-38,768 (+)

MGV-GENOME-0285149: 1-43,202 (+)

uvig_434259: 1-43,604 (+)

MGV-GENOME-0278130: 1-41,863 (+)

IMGVR_UViG_3300045988_029643|3300045988|Ga0495776_014040: 1-44,659 (+)

uvig_195174: 1-46,605 (+)

IMGVR_UViG_3300045988_016625|3300045988|Ga0495776_006680: 1-46,419 (+)

uvig_542872: 1-44,321 (+)

IMGVR_UViG_3300045988_023115|3300045988|Ga0495776_014065: 1-44,722 (+)

IMGVR_UViG_3300045988_021660|3300045988|Ga0495776_002661: 1-42,618 (+)

IMGVR_UViG_3300045988_034193|3300045988|Ga0495776_132267: 1-44,242 (+)

MGV-GENOME-0290020: 1-44,279 (+)

IMGVR_UViG_3300045988_023203|3300045988|Ga0495776_112861: 1-42,587 (+)

IMGVR_UViG_3300045988_027568|3300045988|Ga0495776_019580: 1-43,202 (+)

IMGVR_UViG_3300045988_021975|3300045988|Ga0495776_012718: 1-44,335 (+)

uvig_252231: 1-42,585 (+)

uvig_4773: 1-43,213 (+)

uvig_64997: 1-44,644 (+)

MGV-GENOME-0291735: 1-44,678 (+)

uvig_5875: 1-45,109 (+)

MGV-GENOME-0299241: 1-46,418 (+)

IMGVR_UViG_3300045988_012696|3300045988|Ga0495776_100104: 1-44,228 (+)

IMGVR_UViG_3300045988_011667|3300045988|Ga0495776_099966: 1-44,157 (+)

IMGVR_UViG_3300000287_000005|3300000287|EM272_1000399: 1-44,861 (+)

IMGVR_UViG_3300008520_000009|3300008520|Ga0111044_100810: 1-42,598 (+)

IMGVR_UViG_3300045988_024653|3300045988|Ga0495776_097574: 1-45,694 (+)

MGV-GENOME-0263682: 1-39,099 (+)

OTU_1419: 1-44,620 (+)

MGV-GENOME-0300657: 1-46,807 (+)

MGV-GENOME-0292095: 1-44,754 (+)

MGV-GENOME-0289458: 1-44,157 (+)

IMGVR_UViG_3300045988_029688|3300045988|Ga0495776_015479: 1-45,285 (+)

uvig_231782: 1-46,648 (+)

uvig_49431: 1-43,882 (+)

MGV-GENOME-0295371: 1-39,904 (+)

MGV-GENOME-0286080: 1-43,402 (+)

IMGVR_UViG_3300045988_021577|3300045988|Ga0495776_012854: 1-44,571 (+)

MGV-GENOME-0300339: 1-46,716 (+)

MGV-GENOME-0299911: 1-46,601 (+)

MGV-GENOME-0289587: 1-44,187 (+)

IMGVR_UViG_3300029483_000019|3300029483|Ga0244102_100658: 1-44,130 (+)

MGV-GENOME-0296262: 1-45,694 (+)

uvig_309709: 1-43,994 (+)

IMGVR_UViG_3300045988_027510|3300045988|Ga0495776_117757: 1-46,716 (+)

uvig_99634: 1-47,450 (+)

uvig_311598: 1-47,032 (+)

MGV-GENOME-0285912: 1-43,368 (+)

IMGVR_UViG_3300045988_035721|3300045988|Ga0495776_112573: 1-42,451 (+)

MGV-GENOME-0281091: 1-42,451 (+)

IMGVR_UViG_3300045988_024466|3300045988|Ga0495776_132604: 1-44,428 (+)

MGV-GENOME-0293323: 1-45,009 (+)

IMGVR_UViG_3300045988_023003|3300045988|Ga0495776_019682: 1-43,368 (+)

MGV-GENOME-0289556: 1-44,181 (+)

IMGVR_UViG_3300045988_039014|3300045988|Ga0495776_014388: 1-44,958 (+)

IMGVR_UViG_3300045988_036706|3300045988|Ga0495776_006274: 1-46,777 (+)

IMGVR_UViG_3300045988_013828|3300045988|Ga0495776_020855: 1-44,211 (+)

MGV-GENOME-0289764: 1-44,224 (+)

MGV-GENOME-0300551: 1-46,777 (+)

IMGVR_UViG_3300045988_032438|3300045988|Ga0495776_135939: 1-42,855 (+)

MGV-GENOME-0302985: 1-47,516 (+)

IMGVR_UViG_3300045988_023303|3300045988|Ga0495776_014446: 1-45,018 (+)

IMGVR_UViG_3300045988_044531|3300045988|Ga0495776_012860: 1-44,580 (+)

MGV-GENOME-0290283: 1-44,339 (+)

IMGVR_UViG_3300008737_000002|3300008737|Ga0113999_100198: 1-45,235 (+)

IMGVR_UViG_3300045988_039909|3300045988|Ga0495776_139879: 1-43,821 (+)

uvig_226700: 1-44,938 (+)

MGV-GENOME-0292946: 1-44,938 (+)

uvig_242465: 1-47,817 (+)

uvig_236995: 1-47,583 (+)

MGV-GENOME-0287986: 1-43,821 (+)

IMGVR_UViG_3300045988_025939|3300045988|Ga0495776_015495: 1-45,306 (+)

IMGVR_UViG_3300045988_024522|3300045988|Ga0495776_134353: 1-48,780 (+)

uvig_325229: 1-47,933 (+)

SRS142712_a1_ct2001_vs01: 1-49,000 (+)

IMGVR_UViG_3300045988_035746|3300045988|Ga0495776_019019: 1-47,967 (+)
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