
IMGVR_UViG_3300045988_143071|3300045988|Ga0495776_041462: 1-37,927 (+)

MGV-GENOME-0256985: 1-37,927 (+)

IMGVR_UViG_3300029495_000324|3300029495|Ga0244015_1000289|3-40111: 1-40,109 (+)

IMGVR_UViG_3300029424_000288|3300029424|Ga0243789_1000108|69589-109069: 1-39,481 (+)

IMGVR_UViG_3300029359_000013|3300029359|Ga0243835_1000522: 1-40,805 (+)

IMGVR_UViG_3300029436_000008|3300029436|Ga0243833_1000575: 1-40,557 (+)

MGV-GENOME-0247853: 1-33,197 (+)

IMGVR_UViG_3300029779_000150|3300029779|Ga0243834_1000333: 1-49,037 (+)

IMGVR_UViG_3300029764_000247|3300029764|Ga0243769_100585|11980-55115: 1-43,136 (+)

IMGVR_UViG_3300029489_000270|3300029489|Ga0244014_1000176|29719-75660: 1-45,942 (+)

MGV-GENOME-0240846: 1-33,617 (+)

MGV-GENOME-0253441: 1-30,996 (+)

MGV-GENOME-0248571: 1-33,041 (+)

uvig_397304: 1-36,852 (+)

IMGVR_UViG_3300045988_149107|3300045988|Ga0495776_170212: 1-43,497 (+)

MGV-GENOME-0271458: 1-40,569 (+)

IMGVR_UViG_3300045988_156202|3300045988|Ga0495776_085827: 1-38,551 (+)

IMGVR_UViG_3300045988_134122|3300045988|Ga0495776_172155: 1-46,366 (+)

IMGVR_UViG_3300045988_154795|3300045988|Ga0495776_096852: 1-47,679 (+)

IMGVR_UViG_3300029339_000331|3300029339|Ga0242823_1000377|9352-55288: 1-45,937 (+)

SAMEA1906479_a1_ct161731_vs1: 1-48,650 (+)

Kang_0019_ST003_A_NODE_31_length_44119_cov_70.525713: 1-44,119 (+)

uvig_409006: 1-35,592 (+)

MGV-GENOME-0239877: 1-35,212 (+)

IMGVR_UViG_2849851707_000001|2849851707|2849851718|69515-112869: 1-43,355 (+)

IMGVR_UViG_3300029425_000196|3300029425|Ga0243935_100175|17673-62643: 1-44,971 (+)

MGV-GENOME-0251922: 1-37,065 (+)

MGV-GENOME-0244025: 1-35,802 (+)

MGV-GENOME-0251135: 1-36,925 (+)

IMGVR_UViG_3300045988_156861|3300045988|Ga0495776_176643: 1-39,142 (+)

MGV-GENOME-0277056: 1-38,513 (+)

SAMEA1906537_a1_ct146159_vs1: 1-41,900 (+)

10000 nt
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