
MGV-GENOME-0205936: 1-29,045 (+)

Ma_2019_SRR413734_NODE_834_length_28635_cov_13.084115: 1-28,635 (+)

MGV-GENOME-0230630: 1-33,440 (+)

uvig_395543: 1-44,446 (+)

MGV-GENOME-0211256: 1-29,965 (+)

TemPhD_cluster_50799: 1-37,522 (+)

TemPhD_cluster_37268_: 1-37,523 (+)

MGV-GENOME-0308742: 1-37,651 (+)

TemPhD_cluster_37270_: 1-37,523 (+)

TemPhD_cluster_37253_: 1-37,524 (+)

TemPhD_cluster_37269_: 1-37,523 (+)

TemPhD_cluster_33282: 1-37,524 (+)

uvig_221496: 1-37,248 (+)

IMGVR_UViG_2907566931_000002|2907566931|2907566936|148846-185961: 1-37,116 (+)

IMGVR_UViG_3300045988_146334|3300045988|Ga0495776_041664: 1-38,000 (+)

IMGVR_UViG_3300045988_140278|3300045988|Ga0495776_017111: 1-38,080 (+)

MGV-GENOME-0273871: 1-34,949 (+)

MGV-GENOME-0230113: 1-33,340 (+)

IMGVR_UViG_3300029428_000261|3300029428|Ga0242788_100560|17867-56135: 1-38,269 (+)

IMGVR_UViG_3300029758_000012|3300029758|Ga0242784_100771: 1-36,644 (+)

uvig_140608: 1-49,461 (+)

uvig_70742: 1-48,604 (+)

MGV-GENOME-0306166: 1-46,833 (+)

uvig_445351_: 1-45,951 (+)

MGV-GENOME-0196437: 1-27,341 (+)

MGV-GENOME-0192777: 1-26,714 (+)

IMGVR_UViG_2791355245_000007|2791355245|2791386174|85324-121330: 1-36,007 (+)

MGV-GENOME-0261345: 1-38,328 (+)

MGV-GENOME-0252668: 1-37,186 (+)

SAMN05826776_a1_ct3763_vs1: 1-51,778 (+)

ivig_502: 1-45,080 (+)

uvig_496446: 1-53,249 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


