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Mycobacterium_phage_Cuco: 1-50,965 (+)

) e

Mycobacterium_phage_Coog: 1-51,215 (+)

[ ODEORREDE0A

NC_028912.1:1-49,717 (+)

D V) DY e

NC_042312.1:1-51,578 (+)

) e

Mycobacterium_phage_Bonamassa: 1-51,174 (+)

[ ODEODREDE0A

Mycobacterium_phage_LittleCherry: 1-50,690 (+)

[ oC SODEOBDEO0AH

Mycobacterium_phage_HuhtaEnerson15: 1-51,106 (+)

) e

Mycobacterium_phage_Tarynearal: 1-51,143 (+)

[ ODEORREDE0A

Mycobacterium_phage_Micasa: 1-51,106 (+)

[ oC SODEODEDEDA

Mycobacterium_phage_ForGetlt: 1-51,050 (+)

o PRI

Mycobacterium_phage_Conspiracy: 1-50,755 (+)

o DI

Mycobacterium_phage_Lev2: 1-50,671 (+)

[ oC SODEOEDEDA

JQ684677.1:1-50,332 (+)

o DDA

Mycobacterium_phage_AgentM: 1-50,503 (+)

o DDA

Mycobacterium_phage_Phlorence: 1-50,403 (+)

[ oC SODEOEDEO0AH

Mycobacterium_phage_Jovo: 1-51,319 (+)

O DDA

Mycobacterium_phage_Aragog: 1-50,812 (+)

[ OODEODITDEID

NC_054776.1:1-51,182 (+)

DY)

NC_054777.1:1-51,052 (+)

o DDA

Mycobacterium_phage_Dublin: 1-50,280 (+)

o DDA

Mycobacterium_phage_MarysWell: 1-51,469 (+)

o DDA

NC_028960.2:1-51,543 (+)

o PRI

NC_054778.1:1-47,409 (+)

YY) el e

Mycobacterium_phage_Scorpia: 1-50,693 (+)

o PRI

Mycobacterium_phage_PetterN: 1-51,121 (+)

Y ) Vel e

Mycobacterium_phage_EITiger69: 1-51,505 (+)

Y ) el

NC_028897.1:1-49,421 (+)

D ) el

NC_054774.1:1-51,594 (+)

[ ODEOROEDE0A

JN083852.1:1-51,083 (+)

W) e

Mycobacterium_phage_Jabiru: 1-50,530 (+)

Y Y

Mycobacterium_phage_Airmid: 1-51,241 (+)

I e

NC_028802.1: 1-49,158 (+)
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