
SRS143616_a1_ct37366: 1-32,603 (+)

SRS148777_a1_ct15747_vs1: 1-32,628 (+)

SRS057490_a1_ct1742: 1-31,741 (+)

SRS014524_a1_ct10083: 1-32,868 (+)

SAMEA2737965_b1_ct5: 1-32,502 (+)

MGV-GENOME-0218443: 1-31,285 (+)

MGV-GENOME-0225915: 1-32,557 (+)

SRS048719_a1_ct2507_vs1: 1-24,514 (+)

SRS057022_a1_ct10236_vs1: 1-21,500 (+)

IMGVR_UViG_3300006286_000003|3300006286|Ga0099616_100024: 1-32,107 (+)

SRS056461_a1_ct3647: 1-31,510 (+)

SAMEA2738127_b1_ct6_vs2: 1-32,686 (+)

MGV-GENOME-0212137: 1-30,124 (+)

SRS017330_a1_ct937_vs1: 1-28,971 (+)

SRS016746_a1_ct32441: 1-32,081 (+)

IMGVR_UViG_3300007638_000001|3300007638|Ga0105526_1000462: 1-32,005 (+)

SRS104291_a1_ct28024: 1-31,735 (+)

IMGVR_UViG_3300006294_000003|3300006294|Ga0099625_100108: 1-32,222 (+)

IMGVR_UViG_3300006242_000001|3300006242|Ga0099343_100020: 1-32,298 (+)

IMGVR_UViG_3300007660_000003|3300007660|Ga0105538_100029: 1-31,892 (+)

SRS146741_a1_ct1222_vs01: 1-32,132 (+)

IMGVR_UViG_3300006249_000003|3300006249|Ga0099390_1000350: 1-31,872 (+)

SRS016043_a1_ct11265: 1-31,793 (+)

SRS144124_a1_ct32211_vs1: 1-32,528 (+)

MGV-GENOME-0222893: 1-32,052 (+)

IMGVR_UViG_3300045988_137377|3300045988|Ga0495776_004265: 1-32,052 (+)

IMGVR_UViG_3300007091_000004|3300007091|Ga0104058_100119: 1-32,173 (+)

IMGVR_UViG_3300045988_138612|3300045988|Ga0495776_079641: 1-32,336 (+)

SRS015947_a1_ct8902: 1-32,218 (+)

IMGVR_UViG_7000000363_000019|7000000363|SRS015947_WUGC_scaffold_18932: 1-31,337 (+)

SRS016575_a1_ct6010_vs1: 1-31,885 (+)

SRS023534_a1_ct1_vs1: 1-17,682 (+)

10000 nt

defence (PADLOC) anti-defence (dbAPIS)


