CEMCODIDDN DDA —HCHIIC-URUCHDMMMMIDHD

MGV-GENOME-0310226: 1-50,012 (+)

MGV-GENOME-0325775:1-56,982 (+)

EDC MDD ) CRUHKKRIITHKK—CHIRHRMI—HDIDMMDED

uvig_384633:1-77,465 (+)

uvig_526788:1-58,540 (+)

EOLOMEIDOILIDON_D! ) CHHCKKKIKREHRKK—CHUTHH - GHADMMAINDD

MGV-GENOME-0348282:1-75,071 (+)

MGV-GENOME-0326845:1-57,483 (+)

DEOIDHWRDMIROE S ORI REHE-CHDMMMIID

MGV—GENOME—O3494-85: 1-76,811 (+)

DV ) ) D T OKKKIIEHKKK—CHAHIORAH-GHD-
MGV-GENOME-0358245: 1-87,749 (+) N I . I
CLONEICONIPON OOEDNOID DD L ORI HOMMMM-
MGV-GENOME-0355536: 1-84,831 (+)

CEOWDHOOION ) <RI DRI

MGV-GENOME-0345197: 1-71,040 (+) = - ‘ ] I |

O OMEICOIDON DD J CCKKKIHEHKK—CHIEU-CHDRMMMM

MGV-GENOME-0352866: 1-81,220 (+)

uvig_503995: 1-64,161 (+)

EOOAMOEHPEICT ) RUKIIATHIK— UMD
MGV-GENOME-0353984: 1—82,-988 (+) B I - I I
CEODDIDOIMDI EEEHOBIDDIOMICT_ OO AR
MGV-GENOME-0350033: 1-77,480 (+) I o I I
CLODNOORDDRIDEDM-WEDIDMIDE_ 0 T A—IOMORMHDIMMINDD
MGV-GENOME-0354981: 1-84,265 (+) Va : I
CEONEIOWODIMDE__ ORI —CHDIMAINDD
MGV-GENOME-0352690: 1-80,957 (+) = " ‘ | I I
CLEOMOOBIDON_ OO0 D-HA—UCAHUHCHDIMMDHD
uvig 542611:1-81,404 (+) I - I |
CEoNBROIDHIREIIL_ L0 L OAKIICKKIRIRICHARK—HCHEIC-RUCUDAMRIINDH

MGV-GENOME-0353347:1-81,954 (+)

MGV-GENOME-0341820: 1-67,307 (+)

EOLNCCODIDEN DM L OKHIKKRCRIEHIRE—UCHIMRAEDMMMIND-
uvig_524281:1-80,770 (+) = i = = i h
CEONBHOODIPEIC OO ) CRUHKKHECKIAAEHK KKK A RIS EOMMMMIND

MGV-GENOME-0352642:1-80,892 (+)

uvig 323982:1-76,989 (+)

CEONEICODRDON_IEOM-DHMUOL_ L ) UK HCURHIREEDD MDD
MGV-GENOME-0358565: 1-88,321 (+) ' ‘ = i

CEOEICELDEIC IOESWEDDIDNDWICL__L O ) KRUCIKKRRRIKI— KRB
MGV-GENOME-0364710: 1-97,801 (+) = i = n i |
CEONOIPODEDONC MDD L p UK HIKR—UC RO CHED MM

uvig_190060: 1-85,948 (+) = = i o E i !
CEONPOREDENC A SMEOPDDIDWHICL__ L OO ) KRR HEHEHRA—IIIID
uvig_327700: 1-95,300 (+) - i Mhgid ! I
CEODDODOI_DEERHERDDIOWICL__ L O ) KRR ORI
uvig 251238:1-97,379 (+) - 1 [ = u i |
CEONENPODEDONIODOM-DHMIIDE L ) CRKKEKIIHCRKI—CIRAUHORKIERDD MDD
MGV-GENOME-0358509: 1-88,232 (+) ' = ‘ = i
CEEONCERDOI_ A OHOPDDMOWICL__ OO ) UMRKKCHARKK—UCHHERR—MHD I
uvig_245272:1-97,367 (+) = i SR | i !
CEOEICELEDER_ IOEDHONDDINDWIICL__L O ) KRHCRKRKKRRKK— DKM
uvig 242756:1-97,125 (+) = 1 == n i |
CEONONCOPLEDON_ JIDEOMMIIDE_ L L ) U KRICKIRCHRKK—RCCHRAUORK—CHREDIMNDD
MGV-GENOME-0358994: 1-89,213 (+) - i = m i b
OEOENDEDDN_DEDMEPODIDNICL__ L0 ) UK RN
uvig_245952:1-97,443 (+) = [ - n 1 |
CEOEAHDOCIDORC DM ODINDWICL_ L OO ) IR HHERKHMM D
MGV-GENOME-0363780: 1-96,713 (+) = i R \ g
CEOMICODDOM_ DML ) ORI —UCUHHHCHDIMIMDHD
MGV-GENOME-0359198: 1-89,583 (+) = = i o E i |

BEDLY BRI ) W VD D ) KKK HCHUMRRHE—CHD MMM
uvig_63800: 1-94,334 (+) = i SR \
OEOWDIDODCOIDON O OMEOOHHIOE L L ) KUK UMD
MGV-GENOME-0362055: 1-94,334 (+) = [ = n i
CEOENMCOLDENC IOEDM-DODIOMWICL L ) WKHII—CHORIRACHDMMMIADAD
uvig_324396:1-91,254 (+) = 1 = n i ]
CEOOOODON_IDEEMODHDDIL_ L ) RHRKRKKIIHKA—UCAHR—HDIMIINDD
uvig_539694: 1-94,306 (+) = i A \ ;
COEONELOEPENC ODOHMOIDE__L O ) UKRKKKKIIIHRKK KD I
MGV-GENOME-0359384: 1-89,891 (+) ~ — i . i i
CEORDICODIDON_ O OMEODHHIDL_ L ) YUK CHHHIRBE—CHDIMMMADHD
MGV-GENOME-0362072: 1-94,368 (+) = i = n i
CEOMDDODON_ OO ) MK HKHCHDMMIIMDHD
MGV-GENOME-0359408: 1-89,935 (+) = = ' = s i i
CEONDIDOIDON_OPOEMDODIMICL_ L L ) KKK HRIRIIRKHD D
MGV-GENOME-0359518: 1-90,080 (+) - [ = n i i
OO DD ONDICL L i ) UK KIS
uvig_308088: 1-96,656 (+) = i = E ' /
COCONOOODDIDDN_ DML L ) UKD
uvig_171240: 1-94,483 (+) - 1 L] | i
CEONENCOIDOI_DEMWIEMIDE__C O ) RHCKKKIKIRIHIKKKK I RORUIRHEDIIIIED
MGV-GENOME-0359710: 1-90,427 (+) = = i = n i i

COC ODIDOILEDEIC IEOMMHIIIICT L ) UK THMKE— UKD DI
MGV-GENOME-0361901: 1-94,106 (+) = i = . i |
CEOEICOIDER DEDWEONDDIDWICL__L O ) HUIARHARKA—CC BRI
MGV-GENOME-0364930: 1-98,062 (+) = i R j |
CEOEIOODIDOI_DEEWEEEMHNIONIL_ L ) RHKRKKICKICRIKKK—RCHKHRRIRKRHDMNIIIPHE
uvig_252157: 1-98,330 (+) = i A \ !
CEOONCODIDON_DEOMWMHIDCT_ L ) ORI IO
MGV-GENOME-0360803: 1-92,236 (+) = i = m i i
CEOENCODEN OEDMEPDDINDICL_ L O ) KRR RO E—EH-NDD
uvig_147115: 1-96,800 (+) = i " E i :
CEOMEICOIPEH_ OEMODPDDIDNICL_ L OO y KRUCIKKIRCRRKK— TR MDD
MGV-GENOME-0365031: 1-98,171 (+) = i = a i d
CEOMODIDOIC DN, L ) MR RHCHEDAMIIAND D
MGV-GENOME-0361526: 1-93,493 (+) i - n g b
CEMOICUIPEN_ DM IPDDIRONNCL__ O ) KRRICKKKIKERIKKCRCRIK—RCICHTHIHE—MHMMIAD
uvig 225428:1-98,171 (+) - 1 L] 1 |
COL ODOCOREDEN IOEOHOPDDIDMICL_ L L ) SO GO O R X B I
MGV-GENOME-0366091: 1-99,445 (+) = i = a i :
MO ACEOMHOP-IOMIL_ L ) <UKKKCHIKK—CCRATHURIKIHEDAMIMIDHD
uvig_240094: 1-95,997 (+) - I = = 1

DO OMEOHOPODADIICT_ L ) UK HRAHUHORHDMAMINDD

uvig 256997:1-95,370 (+) - 1 = i i
CEONENCODIDON_ O OMH-MHODDMIDCL__ L L ) <HIRKKI KKK IHAHHIRHCDIMIID
MGV-GENOME-0362817: 1-95,480 (+) - i . i i
CEDCODIIDON_ EEOHMD DI ) KM HRRIIKI—CHDIM D
MGV-GENOME-0362083: 1-94,390 (+) = i = n i

IO AOEDMWOEDDDIDINIDL__ L0 ) KRR KKKRIKKRCRIK—RCHHTHIEKE—MMMIAD
MGV-GENOME-0366217:1-99,620 (+) = i m i |
OLONEICORENC DD OROPODIMIPIICT_ L L ) KKK —UCHHHERCHDMMMIIHD
MGV-GENOME-0364017: 1-97,026 (+) = = = i - n i
AP DM DPD DD ) KRURKKHICRAKI—CHHRHIR—MHD D
SAMEA2737702_a1_ct18847:1-99,586 (+) = i . n \ |
CEONOADOODDRE HADOWEPDODIPDWIICT_ L L ) MR CUDHHKIRUIK—CHDDIAIHD

uvig 197763:1-94,586 (+) 1 = = i i
CEOEHCOLDDHIC IOEOWEDPDDIDNICL_ L OO ) KRUCIKRRCRRK—CHHRHOR—MID
MGV-GENOME-0366148: 1-99,541 (+) = i = a i \
CEONOODDIDOIC IDEOMHIIIIDE_ L ) KKK RRURIR—D MDY

uvig 409273: 1-92,632 (+) = i = H \ !
DEODPMCODDEDDONC JIDESMHEMMICL L ) <RUKKKKRIKIACHRRK KRR —HDAMMMNDD
MGV-GENOME-0361232: 1-92,962 (+) = [ = n i i
CEOEMWOOIDDN_AOEOMOPDDIDINIIEL__L ) XU HHERRKEMD MDD
uvig_308379:1-97,869 (+) = [ = i |
OEONOIDODON_IDEM-OMWOMIC__ O ) KKK —CHOUURIRI-CD MDD
IMGVR_UViG_3300029744_000001|3300029744|Ga0245161_100202: 1-92,727 (+) = = ' Rl ! i
CEOMDDIPHENE IOEMEOPOOL_ L ) CRKKKIKIRHIKKI R HKIHHHKIHCHED MDD

uvig 167808:1-93,453 (+) - ! = u i i
CEODEICLODDA_OEOMEHRODDINDINIOL_ L OO ) KRR HEHTRR—M MDD
MGV-GENOME-0364421: 1-97,513 (+) = i = a i \
CEENCODON_EEMHD-OIIO_ L ) AUCRKRKCHIK—UCREUOHUEHCHHDIMIIHD
MGV-GENOME-0363219: 1-95,997 (+) = i = a i

DI WEICODRIDONIC D ODHHODDMIDCL_ L L ) KKIKKKKKIIRIKKIK (IR

uvig 83999: 1-95,457 (+) = i A ] !
EOOEICOLOIDON_EEDMOMANICE__ L ) UKD MMIHD
uvig_225290: 1-95,499 (+) — 1 = n i
DEONDDODEH_ JIDEEHEDMIDMIDL__ L ) KKK IUTHTRAHED MDD
MGV-GENOME-0362468: 1-95,001 (+) = = i = ]
CEONEONCOREPEIC EEDMOPOOIMDMIDL__ L ) AUCKKKCHRK—UCUDHHIRARCHDDIIMIHD
MGV-GENOME-0364275: 1-97,347 (+) i = n ) :
CEOENCODONC AR OWEDAD IO ) KRR IRCRRKI—HCRRUABHIR—CMMIIID
MGV-GENOME-0365867: 1-99,128 (+) = i A i ]
CEOENMCOLDDI D EEMHODPD-DIDINIOL__ ) KRCIKKICRRKK— TR MDD
MGV-GENOME-0365927: 1-99,214 (+) = i m h i ]
COC D POEIPDH_DOMODPDDINDMIDL__ L ) <URKKIIIHIKKII— R HIMIRH-CHD I
uvig_97466:1-97,682 (+) - i [ i
CEONEMCORLEDENC SO L ) UCRKIAACHIKIRK MDA —CHDIMMIDAD
MGV-GENOME-0361888: 1-94,096 (+) = = i = n ] :
DO D OMEDIDDIIOINIDL__ ) KRR IR
MGV-GENOME-0365853: 1-99,112 (+) = i SR \ |
CEOEIODIDON_ADEOMEDEMHIDMICL L ) UK IO MDD
MGV-GENOME-0365400: 1-98,555 (+) = i = i ;
CEONEIDOOIDDN_ OO L L ) IR AR MMIMMIDHD
MGV-GENOME-0363758: 1-96,686 (+) = i LR | i i
CEODOIDDI_ MBI ) KKK CHIIKIK K HIHIRICHOD IO
MGV-GENOME-0362824: 1-95,485 (+) - = [ = n i
CEOEICODIDON_ D OWOPDADMIOE_ L L ) AUKRCHAK—UHIIHUHECDIMMINDD
uvig_126415:1-96,464 (+) - 1 = u i |
COC OO I OWDEDADN0OE X L ) ARHIRKKIKACHAKK DRI
SRS046717 a1 ct8091:1-98,512 (+) A © = = i o E i

COC D PODIPDH_DOMOOIDDINDMIDL_ L ) KKK MARH-CHD MMM
MGV-GENOME-0364243: 1-97,295 (+) y = i - .

COC DD MDD DIDINICL_ L L ) YU RUAHUHHHHCHDIMMIHD
SAMEA2737802_al_ct28204: 1-98,631 (+) = = i = a
CEOPDICORIDDI_IDEDMEDHDMIOL_ L ) URKKKCHAKA—UCHMBHHHDIMMIIE
MGV-GENOME-4433504: 1-95,869 (+) = i = E i i
CEONEONDODOIDON_ DPCONEHOOL_ L ) HURIKUCHAKM U AOHROIRHHD I
MGV-GENOME-0363108: 1-95,845 (+) = i - h ] /
CEOEICOLEDEN O OMEOPDDIIOINIDL_ L ) OUCRKIHCHA—CRIHIMKEDIMMIMNDD
MGV-GENOME-0365101: 1-98,243 (+) = i = n i :
CEONEDDOIDDIPEIEDNOHIDIIDL_ L ) RIKRICKCHARI I RUHHHARKCAED I
MGV-GENOME-0360776: 1-92,204 (+) = i = n i
CEONEIDOOIDOA_ O OMWEMHIHOL_ L ) CRHRKKKKIC KKK IRRCRHDAMIIIHD
uvig 291901:1-96,521 (+) - 1 = i i
CEOROMODDIIDON_ DML L L ) KKK HIRI—CHUCHIUIRIE—CHAD MMM
MGV-GENOME-0360722: 1-92,107 (+) = = i = n i 5
OEONOPORDDI_ DM DI ) RHKKKRKKIAHKI—UIIABHUIRCHIDIMMINDD
MGV-GENOME-0363672: 1-96,566 (+) = i - h ;
CEOEIODEIHH OO OMEHADDIIC__ L L ) KRR UMD
MGV-GENOME-0366103: 1-99,462 (+) - i R \ ;
CEOEHOOEEEDONC ODEMBE-IIMI0L_ L L ) UK E—UCUHUIHHEHDIMIMHD
MGV-GENOME-0360770: 1-92,197 (+) - ‘ LA i !

CoC RPN AOEWODDDIMICE_ L ) <KD
MGV-GENOME-0364776:1-97,875 (+) = i = a i
CEONOMOOELEDERE I OMOPOAMDIICL_ L ) UK RO MDD
MGV-GENOME-0363544: 1-96,416 (+) - i A ) ’
CEOEIOOIDDA MWD L L ) UK HRAHEHORHECHDAMIMINDAD
uvig_335230: 1-98,497 (+) = [ = m I h
CEEINOOEIDDIC OO L ) AUCHKR KRR IHARHACHDIMIMIHD
uvig_92062: 1-99,300 (+) = i - 4 !
BRI DR D D) W)Y D ) AURKIKHAE—UHIIRURCDIMINDD
MGV-GENOME-0363588: 1-96,464 (+) = i - w i )

O NOMOOIDON_ I OMWDODIDIICL_ L ) OAHCIICHMRK—HCRIMHUHRIHDMIND D
uvig_418203: 1-98,338 (+) = 1 [ ] 1 h
CEODDOEIPDI ADEDMOPD DI ) <RHCRKKKHIRCHIII—C MUK IMIMOHD
MGV-GENOME-0361950: 1-94,171 (+) = = i C | i :
CEODDADOIODDHRE OEOMOPD DI L ) KUK RRMOHHHIRKU—CHDMMMIHD
wig 122592:1-95921 (+) w - = i A . ‘
CEOENDOREEDONC D OREOPDICL_ L ) UKD IIMINDD
MGV-GENOME-0364143: 1-97,172 (+) = = i = E i b
CEONOMDOMEDOIC_ADEONEDMHDEII_ L L ) KKK RICKIACHIKKK— XKD
MGV-GENOME-0363760: 1-96,688 (+) - [ = s i i
O NDIMOOBEIDONC D OHONIDIIDOL L p UKD D
MGV-GENOME-0363885: 1-96,871 (+) R | = i - i ]
CEODDICODIDON_OEOROMWIDDIICL_ L ) KRR HHHUCHDMMMMMIDHD
MGV-GENOME-4433384: 1-95,062 (+) = i = i ;
OO IEOESMWEOPDINACL__ L OO O ORI AT
MGV-GENOME-0363798: 1-96,736 (+) =" = i = n ’ i
CEONENOOEEEDENC D OMEPDDIDPOMIDOL_ L ) AUKKHACHAKI—HCUHIRICHD MMM
MGV-GENOME-0365516: 1-98,694 (+) - = = i = n i |
OO A WEPDDIDMIDL__ L ) AUCKIKICHIMKK I RATHHIORUCHEDIIINDAD
MGV-GENOME-0365032: 1-98,171 (+) = i = m i ,
CEOMMHPODDDI OO O ) HKIIRHKK— HHRE—CGHDMMMDHD
MGV-GENOME-0360637: 1-91,963 (+) = = = i !
CEONOHCODIDON O IMOPD DI L ) AUKKCHA IR UHHDIIIND D
Ma_2019_SRR341615_NODE_19_length_99531_cov_55.881821: 1-99,531 (+) = J = i [
COC NN D OMOIHXEEOL L L ) KKK HID—UIC—CEDADIMNAD
MGV-GENOME-0362649: 1-95,270 (+) AT == i = . !
CEODDOIDDM_EEEMOPDDAMICL__LO ) UK IR CHIHRCHOD I
uvig_69462:1-95483 (+) = = i R | i
CEOMICORLEDEN IO SPE D DIDDMIDL L ) UK AU E—CHDAMIIMIHD
MGV-GENOME-0367714: 1-101,935 (+) = i = n | ‘
CEOWDDIDOMDON_JDCMMIMIIIDDL_ L ) KRR HOIHK—CHDIIIDD
MGV-GENOME-0361678: 1-93,774 (+) - = i = a i :
CEORICODIDON_ OEOMWEOPOAMIICL_ L L ) KKK MMMIHD
uvig_70628: 1-96,137 (+) = i = E ' !
CEONDDOLEDERE ADEOMWEDEDNIOIICL L ) <K IRK—CHTHRHIIEOMIDIMMAD
MGV-GENOME-0364574: 1-97,680 (+) = i = m i \
OEMIDOIPONC MO ) UK IHDIMINDAD
uvig 329722:1-95,572 (+) < = 1 = n i i
IO A OMWEDPOADIIICL L L ) UK IO MDD
uvig_91985:1-99,244 (+) - ! L | 1 I
O O OpCORLEDONC IO ONDMIPOMIOL_ L L ) UK HIHIHORKCAD M
uvig_120529: 1-96,406 (+) - [ = u i |
O ODODEIDERC ADEOWEPD DI L ) <HKRRCRIAHIKKI—CHRRMIRAHHHDAMMNIDHD
uvig_131149: 1-98,686 (+) = = i mE

CEOMMHPORDOH OO O ) MCHKIIRIKK— I HRE—CGHDMMDHD

uvig 508606: 1-91,963 (+) L = [ L i i
CEONENCOEEEDEN IDEOMEOPDDIEOMIDOL_ L ) IR RAMHHOR—CHD MMM
MGV-GENOME-0365542: 1-98,718 (+) - - = i = m i !
B DY BB ) ey D I ) <RI IEHRIUCTAD MDA
MGV-GENOME-0362103: 1-94,427 (+) N ' AW ,

CEOE OO I OMEPDDIIIINIDL_ L ) <COUCRKKIICHRKA— UKD IMID D
MGV-GENOME-0365073: 1-98,210 (+) = i = n i )
CEONONCOLLEDERE DML L ) UKD I
MGV-GENOME-0361693: 1-93,791 (+) = i LA | i i
COCONDMCODPEDN_IOEOMEOPDINCE_ L ) UKD
MGV-GENOME-0362553: 1-95,118 (+) 4 =" [ = a i

D) b BRIV D) W) ) ) RUKKIHKIAAEHKHE—UCHIORIIRREHDIIID-D
MGV-GENOME-0363174: 1-95,949 (+) R = i S 1
CEONEMCODIDONC D OMEDMHIIICT_ L L ) ARURKKACHAKI—R KD IAIINDD
MGV-GENOME-0363652: 1-96,543 (+) i = m ] '
CEONEDPOEDDNI_IDE MDD L ) IR KRR HORIHR—CHD MMM
MGV-GENOME-4433582: 1-96,265 (+) == i = n i |
CEONEIDOBOIDO_IDEONDDMIHD__ L ) OKHIAHKI— K ABHUHRHCHDIMMIIDHD
MGV-GENOME-0361911: 1-94,117 (+) = i = n i :
CEONENPOMIPER EEDMOPD IO L y UKRKIAACHKK—IIADHAG—TDIMMIMIN-D
uvig_158250: 1-97,822 (+) = i = u i
DEOWDEDOMDDA_ DML L ) RHICHIKICKIRCHIKKI G IRHR—HDIMIMND D
uvig_74781: 1-93,774 (+) = i = E i '

O OMNCOIDDON_D-DIHEPDDIDMIDL LT ) KKK KIAHICKRK—CRTHIE—CHD DD
MGV-GENOME-0362140: 1-94,478 (+) Y - i . i i
CEOMDIOOIEEDOHI EEOMEPD DO L L ) AU IR HITHUIA—CHDDMMIMIDHD
MGV-GENOME-0362314: 1-94,756 (+) = = i m ] .
CEODDIDORDON_EEOHOPOADMIDE__ L ) UK CHIRIIRHHHDIMIMIDHD
MGV-GENOME-0362661: 1-95,287 (+) = = i = n i g
CEONONPOLLEDERE DML L ) UHRUACHAK— HUEHIRIECHIDIMMIDH
MGV-GENOME-0361639: 1-93,716 (+) - [ = n i |
CEOOMCODONC ADDIMOPODIICL__L L ) AU RO IMIINDD
uvig_333802: 1-98,103 (+) - 1 = = I h
oL ONDIOOBEIDONC D OHMONIDIIDOL L ) UK HHHRHDD MDD
uvig 88345: 1-96,841 (+) — = i - i I
CEONODDOEEEDERC AEESHOPDDNDINIICL__L L ) UK IO MMMIMNDHD
uvig_142294: 1-97,723 (+) = = i - m i !
CEONENCOEEEDEN IDEOMEOPDDIPOIIDOL L ) UK U HEIRECHD MM
MGV-GENOME-4434044:1-98,685 (+) i . = w - E | ]
CEONENOOEEEDENC IDESHEOPDDIDODMIDNI._ L X ) AUKKACHAI—CUHRICHD MMM
MGV-GENOME-0365519: 1-98,694 (+) " — = i = u i i
CEONENCORDOIC O OM-DOWDMIDL__ L )i RHCKKICKIRCHKIRK—CHIOHHRKU—CHEDIMIID
uvig_388600:1-96,728 (+) - 1 - = i 1
MDD O SMEOMNIMIDL_ L ) ) UMD IIINDAD
MGV-GENOME-0362960: 1-95,646 (+) = = i = h i i
CEOEICODIDON_ OO L L ) O (R D T e I
MGV-GENOME-0365118: 1-98,261 (+) = = i R i !
CEONENCOIDERC DO ) IR —CCHOHHRR—CHDIMMMIAD
MGV-GENOME-0363504: 1-96,357 (+) == i = a i ‘
CEONCODIDDONIC_DESIHEMINDINCL_L p UKKIHKHAR T UHHHORBHEDIIMIND D
uvig_111796:1-95,383 (+) J [ = 1 I
CEOMNOODEDON_ IOEOMMOODHIIDE_ L ) KRR RO MDD
MGV-GENOME-0362711: 1-95,344 (+) = = i - | )
CEOMDICODIDON_DEDID-OEWIOL_ L ) YUK HUHIIRIRCHD MDD
uvig_246079:1-95,635 (+) = = i R i h
CEONEICODON_ OO DML ) RHRRRIKIRCHIRK RO HHHDIMDMDED
MGV-GENOME-0363790: 1-96,728 (+) = i . E \ |
CEOEDICELPDIC ORI L OO ) KRHCTRIKRICHHCHIKIKI—C BRI
uvig_321654: 1-100,181 (+) = i - E i ]
OO IO OM-DIDDIDODIIC_ L L ) ORI
uvig_429148: 1-97,402 (+) . = i = ]
DEEICODDERE ADOMEMIDDIIOL_ L ) IR IRRIKIRHIR—UCHRRHIRA—CADMMMMDDD
MGV-GENOME-0363014: 1-95,714 (+) == i = n
CEONENCOEIDON_ O OWDRDDIMIL_ L ) KUK XU MDD
MGV-GENOME-0362833: 1-95,490 (+) “ = i A | |

O ONEOICOREDDN_ DML L ) IR KA HIRICHD MMM
MGV-GENOME-0364292: 1-97,371 (+) " == i LR i i
CEONEICOLLIDOI_IDEOMEMOHIDOIIIOE_ L ) MK HCARUHHED I
MGV-GENOME-0365861: 1-99,122 (+) = i = a i J
COC HEEMOOREDDN_EEOWEADMPDMIIDL_ L ) RHCIKKKR KRR RKBHKHE MBI
MGV-GENOME-0365000: 1-98,135 (+) o = i - i
CEODMNOOIDOIEIDEMDRDDIDIACT__ L ) <CUKKKE KRR IR MHDIMINDAD
MGV-GENOME-0363473: 1-96,316 (+) =- i = n i |
I RERE) D )W) D ) UK HRICHIRRHDMMINDAD
uvig_354723: 1-100,351 (+) T = i R i ;
CEONORNDOOIDON ORI L L ) AUKKK R HAKI—CRIIHUHHDAIIIID D
MGV-GENOME-0366372: 1-99,806 (+) = i = n i )
CEONONCORLEDEHIC I OMEPDDIDNICL_ L L y UK RAUHMRRRHDMMMIDHD
MGV-GENOME-0365273: 1-98,423 (+) = = i = w i )
CEOPDICORDON_ WMD) ) <HIRKICKRAACHKKK—CHRUHHRRRIEHHDIMMIIAD
MGV-GENOME-0362763: 1-95,408 (+) = i . ' /
CEONENDORPOIC I OWEDANDMIDE__ L L ) KR KRICKKIKKRK ORI =HDIMIIDD
MGV-GENOME-0363821: 1-96,775 (+) = i - n | /
O ONDMOOIDDI_IDEOMOMHMODIIDE L L ) RMCKKIAHKIR I IOHRIRKHMMAD
uvig_29596:1-95,118 (+) - = i - E \ ;
CEONEMNOOIDIDEN_ IDEOMEDDIHMIOE_ L ) KKK UKD IMIAD
uvig_33421:1-96,565 (+) ' = i SR d |
COC ONDNOODDONIC EEOMMDIMIDC_ L L ) <RI HIKK— (IR
MGV-GENOME-0362767: 1-95,413 (+) am i | i i

L OOWCODIDON_ O SMEPD-DMIDOL_ L L p OUCHKK IR AHUHIRAHHDBAIIDAD
uvig_355157: 1-100,368 (+) = = i = a i :
OO DI D ONDORIDIIDL_ L L ) OKHKKIHAKK—K UKD MMMMMIDHD
MGV-GENOME-0363012: 1-95,714 (+) = i SR ' !

O DD IDDDI_ DO MDD L ) KKK AR
MGV-GENOME-0364831: 1-97,931 (+) g = i = n i )
CEONENCOREEDEHNC IO OMEDDDIDIMIDL_ L ba KUK CRATUMCRHHEDAMAMIMOHD
uvig_334830: 1-97,498 (+) = i = n I \
COC HOMDODEPOR EOEOHDEADDPDMIOL_ L ) KRR RN
MGV-GENOME-0366806: 1-100,434 (+) o = i M i
CEONCONODDN_DENEEDNIMIOL_ L ) KK —UCAATHHOREHEDMMIND D
MGV-GENOME-0362935: 1-95,613 (+) = i = . i ;
CEONDICOIDDA_ O OMWEMDIIOL_ L L ) <URKKKIAACHIKK— MR
uvig_54493:1-95,359 (+) - 1 = n 3 !
CEONENCOEEPEIC IO IMEPDDIOMIDL__ L O ) KRR IR MMMMNHD
MGV-GENOME-0364436: 1-97,532 (+) - i SR i !
DL ODWODIDDN_ I OM-DIDDMPDINIDL__ L p (O I R 3 N
uvig_430680: 1-97,402 (+) R - i m i
CEOEDICELRENC AEODHOEMDDMNONICL__ L OO p KRR XRTHHLRK—MMAMIEIMIED
Ma_2019_SRR413725 NODE_74 length_100325_cov_4.184163: 1-100,325 (+) - ! L) ! i
OO IDEOWEDEHIDIICL_ L L ) KKK IHIRHSHDIMIMNDD
uvig 570347:1-98,088 (+) - [ = u i h
CEONDDIDOIDON_ EOMOMEMIDIIOE O L ) KKK KRR IUDHHRIMHHED MDD

uvig 47338: 1-95,364 (+) - 1 = = 1 \

B BRI )W) ) b D I ) <KRUCHRRRKICHIKKK—CHA IO

MGV-GENOME-0362941: 1-95,623 (+)

CEONEICCDIPONC IDESNDDIMOMICL__ L A ) CRMRCRKKIKKICHIK—HCHACUIHAHTHDMMIMPHD

uvig 261834:1-95454 (+)

CEONEICODOIC IDESMEDOMIOMIOE L UK CROIHIRAHOMAIIAD-D
Uvig 438754: 1-98,139 (+) - | - I I
MGV-GENOME-0368323: 1100433 (-
EOCONDICODEIDDOA_AOTMIDDMIMIDE O ORI CXAHUIHUHDIMMIND
MGV-GENOME-0363256: 196,054 (+) - | . I
CEDRMOOODON_HTDMBRD-DOINCT— T T OAURKKKKCHIK G CHIHIRUEHOMMMINDD
MGV-GENOME-0363450: 1-96,285 (+) - | o I I

O L OCRKKKKARACHIKKT

- n 1 ]
IMGVR_UViG_3300045988_054436|3300045988|Ga0495776_177194:1-100,433 (-)

CEDNCODDN_ADEDMMO- I ) ORI HAH=EHDIDD

uvig 127017:1-96,272 (+)

CEODECOLEDERC OEOHOPDIDMIOL_ L L D UK R RMHMRKMHED M AMMDHD
vig 539814: 1-96,602 (+) = = i A j ‘
CEORONOMEEPDI_IDOMEENHIIO__ 0 ) KKK CHAKK—CRMHHRHD MMM
uvig_195136: 1-97,374 (+) - | [ | 1 h
COC NEROODDON_EOHWHOMMPDIIOL_ L L ) KMRKIICHAR U CRMHORMECHDMIMMINAD
MGV-GENOME-0365751: 1-98,976 (+) - = = i = a i )
K- | P 0 KR
uvig_6893:1-103,198 (-)
OO DESMERD-EWIDEDDL ) KUK MR HMIINDD
uvig_463644:1-99,079 (+) = = i R i '
CEEDOEDER MDD ) QUMUK IR D
MGV-GENOME-0365829: 1-99,079 (+) = = i = n i 5
COCNENOORDDN_ O ONDDPDDIPDIICL L ) KUK CRRAMEERIA—HMBIINIAD
MGV-GENOME-0366281: 1-99,680 (+) T = i m i
COEHERDOIDOREDEOHIOMOPDIDPDIRIID__L ) R IMIDHD
MGV-GENOME-4434078: 1-98,833 (+) 8 = i = a i
CoEONENDOIROIC MO DIPDIRIICL__ L ) KRR
MGV-GENOME-0365724: 1-98,937 (+) p = i R i
CEOENMOOLDEI IOEDW-PO-DIDNICE_ L L O DU KECHIKR U IAHUROHHDAMMINDD
MGV-GENOME-0365249: 1-98,395 (+) = = i = E i i
COC MDD EOEOWEADDOMOMIOL_ L ) IR
MGV-GENOME-0365819: 1-99,069 (+) - - i M ]
COUOMENODIRPORC_ EOEDWE-DOOMOMNOL_ L ) IR IR
MGV-GENOME-0365821: 1-99,071 (+) "N = i = m i
CEODNOOIDADNCIODDN_ OO L ) ORI CHARII—UC I HORHHDIMIAD-D
uvig_161796:1-102,045 (+) - - 1 = I I
OO DEDO- - )

IMGVR_UViG_3300029514_000166|3300029514|Ga0244787_100127|18474-141342:1-122,869 (+)
} 40000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA tmRNA pseudogene

I I I




