uvig_459634_:1-22,495 (+)

J

uvig_450543:1-19,554 (+)

I

uvig 401747:1-

N

1,355 (+)

é

uvig_495476:1-20,250 (-)

MGV-GENOME-0134572:1-18,684 (+)

)

uvig 53523:1-18,941 (+)

MGV-GENOME-0143811:1-19,725 (+)

B

MGV-GENOME-0140322:1-19,320 (+)

I
i
\ V) ) YO )
uvig 408771:1-25,046 (+)
V) O ) ) D ) D e )
SAMNO05414909_al ct130875 vs1:1-19,847 (+)
) DO O o D T ODOED A OD
MGV-GENOME-0128379: 1-18,041 (+)
DO O I ) HOC O HDOD
MGV-GENOME-0127966: 1-17,997 (+)
V) ) ) D D DD D DD D D O ) HEDO-HIPEED A O-D
MGV-GENOME-0162490: 1-22,154 (+)
\ V) ) ol DD DD D O A L OO A D
MGV-GENOME-0148214: 1-20,259 (+)
\ V) ) D DI DD D O ) b D A OD
uvig_235703: 1-19,647 (+)
\ V) ) — O O O O O ) I, I B D B s
MGV-GENOME-0135805: 1-18,815 (+)
\ V) ) — O Do I ) DD HIOEDL BE-D
MGV-GENOME-0166212:1-22,674 (+)
, V) ) — O Do D ) —DO-DC O PEBO-D
uvig_173158:1-20,297 (+)
, B ) DO OO o ) i OO DB-D
uvig_246865:1-20,485 (+)
\ V) ) oD DD DD D D ) e B
MGV-GENOME-0162352: 1-22,136 (+)
A ) DO o o o A OO0 DD PE-D
uvig 45177:1-21,034 (+)
— O O T O O )y D D I B I B D )
MGV-GENOME-0157169:1-21,443 (+)
D B— 03 I D D 0 0 D B O ) T o
uvig 319961:1-22,476 (+)
VB ) — O O O ) D, B I . DD e
)
D
D
D
D
D

D )

uvig_132245:1-16,863 (+)

)

DO O

Scieishele

.

SRS049896_al ct30451 vs1:1-17,539 (+)

\ U )

uvig 31107:1-15,100 (+)

\ U A

%

MGV-GENOME-0153425: 1-20,949 (+)

DO DD O

SAMEA2737666_al_ct34398_vs1:1-18,147 (+)

\ ) )

Do D

OTU_5565:1-20,758 (+)

H O o

ggggl

uvig 68188:1-16,240 (+)

\ U )

) Lo I I N I B B, B

e

uvig_87784:1-24,328 (+)
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k

defence (DefenseFinder) defence (PADLOC) tRNA
I




