A K HOPOAT O O > K KK K HOCDCC K KK -

o d I
TemPhD_cluster_50921: 1-37,068 (+)

KAE-AEOACKE KKK HOEXAH D OO O K KO K O K=

1 — —
TemPhD_cluster_43272:1-37,062 (+)
TemPhD_cluster_36462: 1-40,584 (-)

TemPhD_cluster_42720:1-39,109 (-)
KD KK HOOCH O OO0 XK KK K OO K-
TemPhD_cluster_50177:1-39,738 (-)

KAD— A O KK HOEDAH - OO XK KK K HOXOIDEE KK -

1 —_— I I '
TemPhD_cluster_42767:1-39,024 (+)

KAE— A K HOE A - O O I K K K X KK

1 I — I
TemPhD_cluster_60338: 1-44,104 (-)

B KK HOUOAT T OO0 O D K KK K XD KK+

— I
TemPhD_cluster_21094: 1-41,299 (+)

KA KKK H O OXCH A {0 O K KK XK K K-

1 _— I I I
TemPhD_cluster_24719:1-39,821 (+)

IKAE-D——ADCICE KK HOUOCH > O > o K ICK K DI C I

1 — I — I
TemPhD_cluster_24309: 1-45,246 (+)

KEED—AEAICE KKK H O OXCH O OO O > K KK K OO K-

1 — I — I
TemPhD_cluster_48516: 1-44.,830 (-)

IKAEDD—OAEAICE KKK H O OCH A {0 O - K KK OO K K H

1 _— I I I
TemPhD_cluster_48519:1-44,817 (-)

TemPhD_cluster_36186: 1-41,602 (+)

A KK HOOAAH O > O >C K KR AP KK -
TemPhD_cluster_61591: 1-38,048 (+)

FEEOADCKE A HOO-@ECH o {0 O XK KK P KK -
TemPhD_cluster_61590: 1-38,049 (-)
KO OAT A KK HOD DA A O > XK KK H XK KK -
TemPhD_cluster_42951: 1-38,421 (+)
AT KK HO A& O > > K KK H XD KK H
TemPhD_cluster_50789: 1-37,539 (-)

KOO KK H O OAEK A 0 > XK KK K HOCPEC K K-

1 _— I I
TemPhD_cluster_50312: 1-39,273 (-)

I O OACK K KKK HOU OAEKH D > O XK KKK K XD K K H

1 I I — I
TemPhD_cluster_14951: 1-42,524 (+)

HDOOCCK K KKK HA A D PO > - K KK KOOI K KK H

1 —_— ' — I
TemPhD_cluster_23425: 1-42,885 (-)

A KK HOEOAH D PR O O K KK K HOCK K CKH

—_— L I I 1
TemPhD_cluster_12577:1-41,347 (-)

KM EHEHD-GADOCK I KK HOOE@EAT O {0 O XK KKK K HOOICE K KK -
TemPhD_cluster_32140: 1-42,754 (-)
OO A KK HOEOAKCH D O O K K K XD KK H
TemPhD_cluster 25617:1-42,731 (+)
KO- K HO OAECH O PP O O XK KK K H XD K-

1 —
TemPhD_cluster_35559: 1-44,268 (+)

1 —
TemPhD_cluster_30023: 1-39,850 (+)
1

TemPhD_cluster_58686:1-50,442 (+)
TemPhD_cluster_58865: 1-49,689 (-)

TemPhD_cluster_16876: 1-41,522 (+)
H OO KK HODOCH - O O XK KK K XA CKEH
TemPhD_cluster_24530: 1-41,522 (+)

KO- A K HOEODAEKH . O O O XK KK K O KK =

1
TemPhD_cluster_40853: 1-44,955 (+)

KO- AT OO O O K KK DK K-

TemPhD_cluster 42519: 1-39.572 (+) -
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