
SRS147670_a1_ct9113: 1-42,143 (+)

MGV-GENOME-0270056: 1-40,280 (+)

IMGVR_UViG_3300045988_147473|3300045988|Ga0495776_072107: 1-40,281 (+)

MGV-GENOME-0274569: 1-41,145 (+)

MGV-GENOME-4417376: 1-40,655 (+)

IMGVR_UViG_3300045988_140632|3300045988|Ga0495776_095013: 1-43,117 (+)

MGV-GENOME-0220462: 1-31,631 (+)

IMGVR_UViG_3300008594_000002|3300008594|Ga0111090_100097: 1-43,541 (+)

IMGVR_UViG_7000000416_000040|7000000416|SRS011343_Baylor_scaffold_67433: 1-43,460 (+)

SRS146878_a1_ct33845_vs01: 1-43,100 (+)

IMGVR_UViG_3300006322_000014|3300006322|Ga0099623_1000167: 1-44,044 (+)

IMGVR_UViG_3300009381_000012|3300009381|Ga0115415_1000304: 1-43,760 (+)

IMGVR_UViG_3300008541_000020|3300008541|Ga0111054_100273: 1-44,049 (+)

IMGVR_UViG_3300045988_160286|3300045988|Ga0495776_020501: 1-43,760 (+)

MGV-GENOME-0287718: 1-43,760 (+)

SRS016071_a1_ct9534: 1-44,114 (+)

IMGVR_UViG_3300008135_000008|3300008135|Ga0111463_1000158: 1-44,384 (+)

IMGVR_UViG_3300007355_000001|3300007355|Ga0104762_1000114: 1-43,041 (+)

MGV-GENOME-0289474: 1-44,161 (+)

IMGVR_UViG_3300045988_133952|3300045988|Ga0495776_055762: 1-43,272 (+)

MGV-GENOME-0286756: 1-43,555 (+)

MGV-GENOME-0282796: 1-42,792 (+)

MGV-GENOME-0285304: 1-43,234 (+)

MGV-GENOME-0287286: 1-43,666 (+)

IMGVR_UViG_3300045988_144927|3300045988|Ga0495776_139580: 1-43,666 (+)

IMGVR_UViG_3300045988_135975|3300045988|Ga0495776_109923: 1-41,405 (+)

MGV-GENOME-0277414: 1-41,714 (+)

IMGVR_UViG_3300045988_138371|3300045988|Ga0495776_071088: 1-41,879 (+)

MGV-GENOME-0236161: 1-34,554 (+)

SRS019360_a1_ct644_vs01: 1-31,818 (+)

MGV-GENOME-0222126: 1-31,920 (+)
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