
NC_049398.1: 1-28,721 (+)

uvig_173317: 1-27,314 (+)

NC_049482.1: 1-27,642 (+)

uvig_163780: 1-29,485 (+)

OTU_3727: 1-32,006 (+)

NC_049411.1: 1-31,123 (+)

MGV-GENOME-0220357: 1-31,614 (+)

uvig_421016: 1-31,614 (+)

uvig_24621: 1-31,655 (+)

NC_049347.1: 1-30,674 (+)

NC_049365.1: 1-31,901 (+)

NC_049358.1: 1-30,811 (+)

MGV-GENOME-0219490: 1-31,470 (+)

uvig_39655: 1-31,470 (+)

MGV-GENOME-0219580: 1-31,485 (+)

NC_049484.1: 1-29,218 (+)

IMGVR_UViG_3300045988_006218|3300045988|Ga0495776_033259: 1-31,327 (+)

OTU_3868: 1-30,877 (+)

MGV-GENOME-0214103: 1-30,494 (+)

MGV-GENOME-0201681: 1-28,271 (+)

NC_049370.1: 1-30,116 (+)

NC_049410.1: 1-28,917 (+)

MGV-GENOME-0197568: 1-27,544 (+)

SAMN05826930_a1_ct14056_vs1: 1-27,448 (+)

Norman_149_NODE_21_length_31769_cov_2279.171817: 1-31,769 (+)

TemPhD_cluster_28361: 1-31,454 (+)

IMGVR_UViG_3300026735_000004|3300026735|Ga0208186_100015: 1-29,926 (+)

NC_049415.1: 1-30,690 (+)

NC_049351.1: 1-30,692 (+)

NC_049409.1: 1-31,883 (+)

NC_013152.1: 1-29,459 (+)

FJ848883.1: 1-29,459 (+)

NC_013153.1: 1-28,643 (+)

NC_013155.1: 1-32,182 (+)

NC_049486.1: 1-29,340 (+)

NC_049481.1: 1-30,162 (+)

NC_049381.1: 1-27,203 (+)

NC_049416.1: 1-29,953 (+)

NC_049421.1: 1-29,668 (+)

NC_049419.1: 1-30,945 (+)

NC_049420.1: 1-29,557 (+)

NC_049418.1: 1-30,072 (+)

NC_049423.1: 1-31,049 (+)

NC_049422.1: 1-30,339 (+)

SAMN05827090_a1_ct24817_vs1: 1-28,816 (+)

NC_049417.1: 1-29,203 (+)

NC_028900.1: 1-28,144 (+)

MGV-GENOME-4400886: 1-29,217 (+)

NC_049377.1: 1-29,952 (+)

NC_049356.1: 1-28,811 (+)

uvig_259539: 1-27,781 (+)

MGV-GENOME-0170175: 1-23,224 (+)

NC_049475.1: 1-28,396 (+)

MGV-GENOME-0197684: 1-27,569 (+)

uvig_568810: 1-26,876 (+)

KC182546.1: 1-31,090 (+)

NC_021860.1: 1-31,090 (+)

NC_049476.1: 1-32,697 (+)

MGV-GENOME-0217672: 1-31,144 (+)

MGV-GENOME-0205087: 1-28,886 (+)

KC182552.1: 1-32,382 (+)

NC_021855.1: 1-32,382 (+)

NC_049355.1: 1-28,785 (+)

NC_049375.1: 1-29,513 (+)

NC_049414.1: 1-26,874 (+)

KC182544.1: 1-27,302 (+)

NC_049413.1: 1-29,306 (+)

NC_021854.1: 1-28,674 (+)

NC_049352.1: 1-31,945 (+)

NC_049363.1: 1-31,379 (+)

NC_049362.1: 1-31,375 (+)

NC_049403.1: 1-32,529 (+)

MGV-GENOME-0223419: 1-32,133 (+)

NC_049369.1: 1-28,983 (+)

NC_049354.1: 1-28,349 (+)

NC_049412.1: 1-31,508 (+)

JQ740791.1: 1-32,581 (+)

JQ740802.1: 1-32,583 (+)

JQ740811.1: 1-32,345 (+)

JQ740798.1: 1-32,276 (+)

JQ740793.1: 1-32,277 (+)

JQ740799.1: 1-32,239 (+)

JQ740803.1: 1-32,242 (+)

JQ740810.1: 1-32,249 (+)

JQ740787.1: 1-32,414 (+)

NC_049357.1: 1-29,026 (+)

JQ740792.1: 1-32,546 (+)

JQ740795.1: 1-32,545 (+)

JQ740790.1: 1-33,178 (+)

JQ740813.1: 1-32,384 (+)

JQ740789.1: 1-32,023 (+)

NC_017702.1: 1-32,023 (+)

JQ740805.1: 1-31,772 (+)

JQ740808.1: 1-31,774 (+)

JQ740812.1: 1-31,773 (+)

JQ740807.1: 1-30,876 (+)

MGV-GENOME-0205476: 1-28,960 (+)

NC_049474.1: 1-29,075 (+)

uvig_175691: 1-27,403 (+)

MGV-GENOME-0178301: 1-24,418 (+)

uvig_419844: 1-24,418 (+)

MGV-GENOME-0188953: 1-26,076 (+)

OTU_4313: 1-27,351 (+)

uvig_118271: 1-26,784 (+)

MGV-GENOME-0180228: 1-24,702 (+)

MGV-GENOME-0200303: 1-28,027 (+)

MGV-GENOME-0222676: 1-32,013 (+)

MGV-GENOME-0194895: 1-27,070 (+)

uvig_61222: 1-31,460 (+)

MGV-GENOME-0228024: 1-32,932 (+)

SAMN05827203_a1_ct71547_vs1: 1-30,203 (+)

uvig_25583: 1-26,052 (-)

MGV-GENOME-0188792: 1-26,052 (-)

MGV-GENOME-0215317: 1-30,715 (+)

uvig_118115: 1-30,521 (+)

MGV-GENOME-0210901: 1-29,906 (+)

OTU_3857: 1-30,979 (+)

MGV-GENOME-0199744: 1-27,929 (+)

MGV-GENOME-0203272: 1-28,551 (+)

uvig_147845: 1-27,849 (+)

EU221285.1: 1-29,305 (+)

NC_011046.1: 1-29,305 (+)

NC_049425.1: 1-30,132 (+)

NC_049426.1: 1-29,454 (+)

DQ054536.1: 1-28,538 (+)

NC_008363.1: 1-28,538 (+)

MGV-GENOME-0226906: 1-32,730 (+)

KC182550.1: 1-30,961 (+)

AF009630.1: 1-31,754 (+)

NC_001909.1: 1-31,754 (+)

OTU_3798: 1-31,412 (+)

NC_049424.1: 1-30,247 (+)

MGV-GENOME-0218250: 1-31,244 (+)

Norman_58_NODE_6_length_31377_cov_61.956740: 1-31,377 (+)

NC_049404.1: 1-30,926 (+)

NC_049376.1: 1-30,446 (+)

NC_049374.1: 1-32,393 (+)

KC182551.1: 1-29,631 (+)

NC_021852.1: 1-29,631 (+)

MGV-GENOME-0190298: 1-26,303 (+)

MGV-GENOME-0191602: 1-26,512 (+)

KC182548.1: 1-30,796 (+)

KC182549.1: 1-30,778 (+)

MGV-GENOME-0218710: 1-31,335 (+)

MGV-GENOME-0223331: 1-32,121 (+)

MGV-GENOME-0226925: 1-32,733 (+)

NC_049397.1: 1-32,895 (+)

KC182542.1: 1-32,337 (+)

KC182543.1: 1-29,247 (+)

NC_049373.1: 1-32,477 (+)

NC_049361.1: 1-31,181 (+)

NC_049367.1: 1-32,270 (+)

NC_049364.1: 1-31,495 (+)

NC_049447.1: 1-31,374 (+)

NC_049368.1: 1-32,682 (+)

NC_049434.1: 1-32,575 (+)

NC_049446.1: 1-32,312 (+)

NC_049366.1: 1-32,150 (+)

KM091443.1: 1-31,841 (+)

NC_049360.1: 1-31,033 (+)

KM091444.1: 1-30,862 (+)

NC_049359.1: 1-30,882 (+)

OTU_4194: 1-28,316 (+)

MGV-GENOME-0211928: 1-30,086 (+)

SRS143181_a1_ct13725_vs1: 1-26,977 (+)

MGV-GENOME-0202847: 1-28,479 (-)

OTU_4135: 1-28,833 (+)

MGV-GENOME-0194679: 1-27,034 (+)

MGV-GENOME-0194731: 1-27,041 (+)

SAMN11893776_a1_ct5747_vs1: 1-27,729 (+)

MGV-GENOME-0186614: 1-25,697 (+)

MGV-GENOME-4386465: 1-24,544 (+)

OTU_4636: 1-25,097 (+)

SAMN05826705_a1_ct19244_vs1: 1-30,689 (+)

MGV-GENOME-0214370: 1-30,544 (+)

MGV-GENOME-0214573: 1-30,581 (+)

MGV-GENOME-0203462: 1-28,589 (+)

MGV-GENOME-0193345: 1-26,809 (+)

MGV-GENOME-4397886: 1-27,976 (+)

uvig_424779: 1-27,976 (+)

uvig_279625: 1-30,713 (+)

NC_049407.1: 1-30,852 (+)

NC_049480.1: 1-30,832 (+)

NC_049485.1: 1-32,653 (+)

NC_008371.1: 1-27,453 (+)

NC_042024.1: 1-27,595 (+)

NC_001835.1: 1-28,451 (+)

KF676640.1: 1-28,452 (+)

uvig_375859: 1-30,836 (+)

uvig_375828: 1-28,810 (+)

NC_049402.1: 1-32,458 (+)

NC_049401.1: 1-27,948 (+)

MGV-GENOME-0216492: 1-30,935 (+)

SAMN05827172_a1_ct18649_vs1: 1-30,934 (+)

NC_049483.1: 1-29,652 (+)

NC_049400.1: 1-30,989 (+)

NC_049399.1: 1-30,401 (+)

10000 nt

defence (PADLOC) tRNA pseudogene


