
OTU_2552: 1-38,658 (+)

IMGVR_UViG_3300029376_000109|3300029376|Ga0243980_1000700: 1-39,449 (+)

TemPhD_cluster_43017: 1-38,162 (+)

SRS063193_a1_ct7517: 1-37,710 (+)

IMGVR_UViG_3300008581_000017|3300008581|Ga0111080_100161: 1-38,777 (+)

IMGVR_UViG_3300007107_000001|3300007107|Ga0102632_1000181: 1-38,567 (+)

uvig_147336: 1-30,157 (+)

IMGVR_UViG_3300008099_000019|3300008099|Ga0114261_100120: 1-41,524 (+)

IMGVR_UViG_3300007339_000017|3300007339|Ga0104971_100126: 1-38,220 (+)

SRS014127_a1_ct8531: 1-36,893 (+)

SAMN09781776_a1_ct14922_vs1: 1-38,687 (+)

IMGVR_UViG_3300029110_000001|3300029110|Ga0169174_100164: 1-38,551 (+)

MGV-GENOME-0250223: 1-36,772 (+)

MGV-GENOME-0236771: 1-34,664 (+)

SAMN12237103_a1_ct334: 1-38,341 (+)

SRS149671_a1_ct14307_vs01: 1-37,216 (+)

MGV-GENOME-0255418: 1-37,425 (+)

uvig_109174: 1-37,272 (+)

IMGVR_UViG_3300014507_000020|3300014507|Ga0169743_10104|13049-50577: 1-37,529 (+)

IMGVR_UViG_3300029888_000010|3300029888|Ga0245333_100410: 1-38,189 (+)

IMGVR_UViG_3300045988_005767|3300045988|Ga0495776_182860: 1-37,992 (+)

uvig_188713: 1-38,847 (+)

OTU_3848: 1-31,025 (+)

SRS149961_a1_ct6916: 1-38,079 (+)

MGV-GENOME-0201717: 1-28,277 (+)

OTU_2520: 1-38,785 (+)

TemPhD_cluster_50624: 1-38,171 (+)

uvig_316734: 1-40,009 (+)

TemPhD_cluster_33393: 1-36,665 (+)

OTU_3465: 1-33,775 (+)

10000 nt
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