
MGV-GENOME-0268770: 1-40,042 (+)

SRS013502_a1_ct7638: 1-39,254 (+)

SRS143204_a1_ct9534: 1-40,294 (+)

SRS024277_a1_ct14124: 1-40,382 (+)

SRS019607_a1_ct35562: 1-40,128 (+)

SRS019122_a1_ct97464: 1-39,855 (+)

MGV-GENOME-0270944: 1-40,466 (+)

SAMEA2738134_b1_ct8: 1-40,411 (+)

MGV-GENOME-0265302: 1-39,381 (+)

MGV-GENOME-0266046: 1-39,517 (+)

OTU_2393: 1-39,319 (+)

OTU_2308: 1-39,620 (+)

OTU_2186: 1-40,170 (+)

SRS144194_a1_ct77145: 1-40,026 (+)

SRS105087_a1_ct14907: 1-40,207 (+)

MGV-GENOME-0269898: 1-40,248 (+)

MGV-GENOME-0263413: 1-39,054 (+)

MGV-GENOME-0219895: 1-31,535 (+)

OTU_4120: 1-28,923 (+)

MGV-GENOME-0273232: 1-40,904 (+)

uvig_394206: 1-40,534 (+)

MGV-GENOME-0268782: 1-40,043 (+)

OTU_2374: 1-39,379 (+)

SRS104314_a1_ct22527_vs01: 1-39,316 (+)

SAMEA2738102_b1_ct2: 1-40,199 (+)

MGV-GENOME-0270229: 1-40,316 (+)

SRS024318_a1_ct5804: 1-40,967 (+)

MGV-GENOME-0264874: 1-39,306 (+)

OTU_3871: 1-30,858 (+)

SRS014470_a1_ct40231_vs1: 1-25,973 (+)

10000 nt


