
SRS143037_a1_ct26514: 1-31,244 (+)

SAMEA2738175_b1_ct7: 1-30,821 (+)

IMGVR_UViG_3300008611_000057|3300008611|Ga0111137_1000362: 1-31,778 (+)

SRS143022_a1_ct31675: 1-31,568 (+)

IMGVR_UViG_3300008739_000007|3300008739|Ga0114021_100487: 1-31,421 (+)

SRS077384_a1_ct19911_vs1: 1-31,190 (+)

IMGVR_UViG_7000000293_000095|7000000293|SRS023352_LANL_scaffold_80344: 1-30,367 (+)

SAMEA2738132_b1_ct5: 1-31,963 (+)

MGV-GENOME-0222697: 1-32,018 (+)

IMGVR_UViG_3300008607_000002|3300008607|Ga0111136_100100: 1-31,062 (+)

SRS043663_a1_ct11021_vs1: 1-30,988 (+)

IMGVR_UViG_7000000421_000046|7000000421|SRS043663_LANL_scaffold_39032: 1-31,006 (+)

uvig_395878: 1-30,005 (+)

uvig_461534: 1-28,903 (+)

uvig_316766: 1-28,388 (+)

uvig_542384: 1-27,569 (+)

MGV-GENOME-0202677: 1-25,783 (+)

uvig_244222: 1-28,492 (+)

SRS019122_a1_ct16504: 1-31,098 (+)

MGV-GENOME-0212210: 1-30,138 (+)

SRS144560_a1_ct32733: 1-32,664 (+)

IMGVR_UViG_3300034069_000443|3300034069|Ga0370205_001522: 1-30,547 (+)

IMGVR_UViG_3300008611_000062|3300008611|Ga0111137_1000442: 1-28,221 (+)

SRS057791_a1_ct13964: 1-28,139 (+)

IMGVR_UViG_7000000203_000081|7000000203|SRS024441_LANL_scaffold_52140: 1-29,686 (+)

IMGVR_UViG_7000000405_000001|7000000405|SRS024277_LANL_scaffold_18892: 1-29,941 (+)

MGV-GENOME-0210366: 1-28,724 (+)

IMGVR_UViG_3300006458_000025|3300006458|Ga0100175_100533: 1-30,083 (+)

SRS024277_a1_ct11119: 1-29,901 (+)

IMGVR_UViG_3300008581_000003|3300008581|Ga0111080_100243: 1-30,010 (+)

10000 nt

defence (PADLOC) anti-defence (dbAPIS)


