
MGV-GENOME-0295807: 1-45,582 (+)

IMGVR_UViG_3300008406_000030|3300008406|Ga0115224_1000323: 1-47,042 (+)

TemPhD_cluster_46955: 1-50,818 (+)

MGV-GENOME-0307730: 1-49,121 (+)

MGV-GENOME-0313497: 1-51,243 (+)

MGV-GENOME-0308424: 1-49,352 (+)

SRS142787_a1_ct52753_vs01: 1-45,276 (+)

MGV-GENOME-0309782: 1-49,851 (+)

SAMEA2738064_b1_ct3: 1-49,893 (+)

OTU_1170: 1-47,889 (+)

MGV-GENOME-0309750: 1-49,839 (+)

IMGVR_UViG_3300007096_000008|3300007096|Ga0102538_100039: 1-49,574 (+)

SRS147380_a1_ct19880: 1-48,139 (+)

MGV-GENOME-0300018: 1-46,631 (+)

MGV-GENOME-0309596: 1-49,775 (+)

TemPhD_cluster_40094: 1-48,488 (+)

SRS050244_a1_ct38823_vs01: 1-50,065 (+)

IMGVR_UViG_3300019476_000014|3300019476|Ga0197719_10003: 1-49,494 (+)

IMGVR_UViG_3300028544_000012|3300028544|Ga0307862_1064: 1-49,367 (+)

OTU_1218: 1-46,923 (+)

MGV-GENOME-0309795: 1-49,860 (+)

SRS013705_a1_ct21288: 1-50,367 (+)

uvig_446686: 1-48,891 (+)

SRS064617_a1_ct3823: 1-49,686 (+)

OTU_1099: 1-49,610 (+)

MGV-GENOME-0280150: 1-42,262 (+)

MGV-GENOME-0286725: 1-43,549 (+)

OTU_1311: 1-45,614 (+)

MGV-GENOME-0271764: 1-40,629 (+)

SAMEA2738041_b1_ct1: 1-49,439 (+)

20000 nt

defence (PADLOC) tRNA


