
OTU_3853: 1-31,006 (+)

IMGVR_UViG_3300029375_000017|3300029375|Ga0243934_1001369: 1-31,393 (+)

uvig_431855: 1-31,375 (+)

IMGVR_UViG_3300045988_004273|3300045988|Ga0495776_010131: 1-30,606 (+)

MGV-GENOME-0214710: 1-30,606 (+)

IMGVR_UViG_3300029423_000018|3300029423|Ga0243802_101131: 1-30,977 (+)

IMGVR_UViG_3300029348_000012|3300029348|Ga0243800_101046: 1-30,982 (+)

IMGVR_UViG_3300029767_000022|3300029767|Ga0243804_101093: 1-31,061 (+)

uvig_456327: 1-30,908 (+)

MGV-GENOME-0215259: 1-30,706 (+)

IMGVR_UViG_3300045988_004677|3300045988|Ga0495776_010141: 1-30,666 (+)

IMGVR_UViG_3300045988_004770|3300045988|Ga0495776_010139: 1-30,659 (+)

OTU_3826: 1-31,169 (+)

uvig_433143: 1-31,375 (+)

uvig_447521: 1-31,325 (+)

MGV-GENOME-0218064: 1-31,212 (+)

IMGVR_UViG_3300045988_005474|3300045988|Ga0495776_075366: 1-31,212 (+)

IMGVR_UViG_3300045988_004878|3300045988|Ga0495776_010143: 1-30,669 (+)

MGV-GENOME-0215072: 1-30,669 (+)

IMGVR_UViG_3300029136_000018|3300029136|Ga0168747_100883: 1-33,230 (+)

SAMEA2737728_a1_ct30615: 1-33,131 (+)

IMGVR_UViG_3300045988_007118|3300045988|Ga0495776_010920: 1-31,281 (+)

IMGVR_UViG_3300045988_003365|3300045988|Ga0495776_010913: 1-31,243 (+)

uvig_409187: 1-32,675 (+)

IMGVR_UViG_3300045988_007111|3300045988|Ga0495776_075202: 1-31,161 (+)

MGV-GENOME-0217765: 1-31,161 (+)

IMGVR_UViG_3300045988_003517|3300045988|Ga0495776_004726: 1-32,443 (+)

MGV-GENOME-0211440: 1-28,413 (+)

IMGVR_UViG_3300045988_007106|3300045988|Ga0495776_181259: 1-28,413 (+)

IMGVR_UViG_3300045988_009203|3300045988|Ga0495776_033495: 1-31,411 (+)

MGV-GENOME-0219603: 1-31,488 (+)

uvig_121457: 1-29,908 (+)

IMGVR_UViG_3300014921_000010|3300014921|Ga0169822_100356: 1-31,193 (+)

IMGVR_UViG_3300045988_015256|3300045988|Ga0495776_075120: 1-31,137 (+)

IMGVR_UViG_3300045988_005514|3300045988|Ga0495776_010859: 1-30,979 (+)

uvig_123043: 1-30,931 (+)

OTU_3913: 1-30,529 (+)

MGV-GENOME-0212963: 1-30,283 (+)

IMGVR_UViG_3300045988_012800|3300045988|Ga0495776_010031: 1-30,279 (+)

MGV-GENOME-0212063: 1-30,111 (+)

OTU_3885: 1-30,762 (+)

MGV-GENOME-0210815: 1-29,890 (+)

uvig_62455: 1-30,499 (+)

IMGVR_UViG_3300045988_004421|3300045988|Ga0495776_115103: 1-30,499 (+)

uvig_174053: 1-30,868 (+)

MGV-GENOME-0212705: 1-30,230 (+)

IMGVR_UViG_3300045988_010166|3300045988|Ga0495776_010967: 1-31,518 (+)

MGV-GENOME-0219789: 1-31,518 (+)

IMGVR_UViG_3300029000_000006|3300029000|Ga0169663_100281: 1-31,593 (+)

IMGVR_UViG_3300045988_015170|3300045988|Ga0495776_010137: 1-30,651 (+)

MGV-GENOME-0214951: 1-30,651 (+)

MGV-GENOME-0220430: 1-29,121 (+)

uvig_528841: 1-31,123 (+)

uvig_214028: 1-32,391 (+)

IMGVR_UViG_3300045988_006332|3300045988|Ga0495776_074593: 1-30,950 (+)

uvig_249806: 1-30,759 (+)

MGV-GENOME-0222662: 1-32,010 (+)

MGV-GENOME-0217467: 1-31,110 (+)

IMGVR_UViG_3300028998_000005|3300028998|Ga0169656_100388: 1-31,170 (+)

MGV-GENOME-0217193: 1-31,063 (+)

IMGVR_UViG_3300014954_000003|3300014954|Ga0169837_100449: 1-31,047 (+)

IMGVR_UViG_3300045988_012736|3300045988|Ga0495776_010872: 1-31,069 (+)

IMGVR_UViG_3300045988_006252|3300045988|Ga0495776_074780: 1-31,015 (+)

IMGVR_UViG_3300045988_004032|3300045988|Ga0495776_010019: 1-30,154 (+)

IMGVR_UViG_3300029232_000015|3300029232|Ga0168710_100686: 1-30,184 (+)

OTU_3790: 1-31,513 (+)

MGV-GENOME-0218570: 1-31,308 (+)

uvig_498337: 1-30,928 (+)

IMGVR_UViG_3300045988_004712|3300045988|Ga0495776_075218: 1-31,165 (+)

MGV-GENOME-0217796: 1-31,165 (+)

IMGVR_UViG_3300045988_001282|3300045988|Ga0495776_118796: 1-31,783 (+)

IMGVR_UViG_3300045988_000934|3300045988|Ga0495776_022062: 1-31,662 (+)

SAMEA2580266_a1_ct4457: 1-33,018 (+)

uvig_117245: 1-30,955 (+)

uvig_463651: 1-31,288 (+)

MGV-GENOME-0218461: 1-31,288 (+)

IMGVR_UViG_3300045988_020919|3300045988|Ga0495776_115815: 1-30,759 (+)

MGV-GENOME-0215810: 1-30,805 (+)

IMGVR_UViG_3300014802_000010|3300014802|Ga0134374_1000452: 1-31,382 (+)

IMGVR_UViG_3300045988_010197|3300045988|Ga0495776_010170: 1-30,895 (+)

uvig_278647: 1-31,713 (+)

uvig_486119: 1-30,453 (+)

OTU_3805: 1-31,364 (+)

IMGVR_UViG_3300045988_005478|3300045988|Ga0495776_031401: 1-30,444 (+)

MGV-GENOME-0213792: 1-29,186 (+)

IMGVR_UViG_3300045988_005530|3300045988|Ga0495776_019781: 1-27,705 (+)

MGV-GENOME-0198396: 1-27,693 (+)

MGV-GENOME-0198455: 1-27,705 (+)

MGV-GENOME-4404222: 1-30,950 (+)

MGV-GENOME-0218003: 1-31,201 (+)

uvig_387365: 1-31,481 (+)

MGV-GENOME-0219061: 1-31,396 (+)

IMGVR_UViG_3300029612_000027|3300029612|Ga0245127_101002: 1-31,184 (+)

uvig_188945: 1-31,001 (+)

MGV-GENOME-0216473: 1-30,931 (+)

MGV-GENOME-0228383: 1-29,860 (+)

IMGVR_UViG_3300045988_005469|3300045988|Ga0495776_010979: 1-31,575 (+)

IMGVR_UViG_3300045988_004171|3300045988|Ga0495776_022048: 1-31,528 (+)

MGV-GENOME-0220121: 1-31,573 (+)

MGV-GENOME-4405206: 1-31,521 (+)

MGV-GENOME-0216258: 1-30,890 (+)

OTU_3849: 1-31,015 (+)

MGV-GENOME-0215069: 1-30,669 (+)

MGV-GENOME-0198537: 1-27,719 (+)

OTU_3830: 1-31,130 (+)

uvig_172731: 1-30,236 (+)

MGV-GENOME-0212922: 1-30,276 (+)

IMGVR_UViG_3300045988_012909|3300045988|Ga0495776_010030: 1-30,276 (+)

OTU_3764: 1-31,688 (+)

MGV-GENOME-0200494: 1-28,046 (+)

IMGVR_UViG_3300045988_008262|3300045988|Ga0495776_091543: 1-28,046 (+)

uvig_183629: 1-28,606 (+)

OTU_3836: 1-31,079 (+)

OTU_3816: 1-31,272 (+)

IMGVR_UViG_3300045988_028233|3300045988|Ga0495776_011251: 1-28,254 (+)

uvig_491779_: 1-27,182 (+)

MGV-GENOME-0226048: 1-32,576 (+)

uvig_395471: 1-29,486 (+)

OTU_3819: 1-31,236 (+)

MGV-GENOME-0199036: 1-27,803 (+)

MGV-GENOME-0217387: 1-31,099 (+)

IMGVR_UViG_3300045988_005736|3300045988|Ga0495776_010870: 1-31,063 (+)

MGV-GENOME-0217192: 1-31,063 (+)

IMGVR_UViG_3300045988_004050|3300045988|Ga0495776_052734: 1-28,788 (+)

uvig_498057: 1-30,547 (+)

MGV-GENOME-0194959: 1-27,082 (+)

SAMN05827168_a1_ct3297_vs1: 1-26,247 (+)

OTU_3867: 1-30,883 (+)

uvig_111054: 1-26,719 (+)

MGV-GENOME-0176847: 1-24,196 (-)

MGV-GENOME-0203212: 1-28,541 (-)

uvig_546463: 1-23,248 (-)

MGV-GENOME-0214048: 1-30,482 (+)

MGV-GENOME-0214066: 1-30,486 (+)

MGV-GENOME-0195569: 1-25,539 (+)

uvig_495798: 1-29,264 (+)

uvig_384744: 1-25,922 (+)

uvig_544163: 1-25,970 (+)

IMGVR_UViG_3300045988_015121|3300045988|Ga0495776_031100: 1-30,325 (+)

MGV-GENOME-0213190: 1-30,325 (+)

OTU_4694: 1-24,755 (+)

SAMN10290194_a1_ct34456_vs1: 1-20,615 (+)

uvig_221955: 1-30,512 (+)

MGV-GENOME-0214654: 1-30,598 (+)

MGV-GENOME-0211253: 1-29,964 (+)

uvig_213097: 1-29,896 (+)

IMGVR_UViG_3300045988_018826|3300045988|Ga0495776_030589: 1-30,124 (+)

uvig_329216: 1-30,056 (+)

MGV-GENOME-0213832: 1-30,446 (+)

uvig_435035_: 1-31,698 (+)

MGV-GENOME-0209931: 1-29,736 (+)

MGV-GENOME-0210038: 1-27,393 (+)

MGV-GENOME-0208981: 1-29,564 (+)

MGV-GENOME-0213272: 1-30,342 (+)

uvig_332540: 1-30,271 (+)

uvig_139901: 1-31,666 (+)

uvig_223850: 1-31,106 (+)

IMGVR_UViG_3300045988_007156|3300045988|Ga0495776_010896: 1-31,149 (+)

MGV-GENOME-0217864: 1-31,176 (+)

MGV-GENOME-0217694: 1-31,149 (+)

MGV-GENOME-0207665: 1-27,063 (+)

MGV-GENOME-0209827: 1-29,716 (+)

MGV-GENOME-0209593: 1-29,672 (+)

OTU_3926: 1-30,382 (+)

uvig_558899: 1-27,768 (+)

uvig_453147: 1-25,755 (+)

MGV-GENOME-0173313: 1-23,670 (+)

uvig_328375: 1-21,811 (-)

MGV-GENOME-0180479: 1-24,738 (+)

uvig_110937: 1-22,403 (+)

MGV-GENOME-0178188: 1-24,396 (+)

MGV-GENOME-0175653: 1-24,016 (+)

MGV-GENOME-0169497: 1-23,126 (+)

OTU_3817: 1-31,246 (+)

IMGVR_UViG_3300045988_004057|3300045988|Ga0495776_010846: 1-30,908 (+)

IMGVR_UViG_3300045988_005554|3300045988|Ga0495776_010043: 1-30,411 (+)

MGV-GENOME-0213327: 1-30,353 (+)

uvig_25516: 1-30,448 (+)

uvig_82166: 1-31,886 (+)

IMGVR_UViG_3300045988_006552|3300045988|Ga0495776_004179: 1-31,886 (+)

uvig_485627: 1-32,651 (+)

MGV-GENOME-0226752: 1-32,703 (+)

IMGVR_UViG_3300045988_041428|3300045988|Ga0495776_038605: 1-32,659 (+)

uvig_117466: 1-32,566 (+)

SAMEA2580188_a1_ct7976: 1-32,510 (+)

IMGVR_UViG_3300045988_005500|3300045988|Ga0495776_031082: 1-30,320 (+)

MGV-GENOME-0213163: 1-30,320 (+)

MGV-GENOME-0217758: 1-31,158 (+)

uvig_6577: 1-31,144 (+)

uvig_551347: 1-29,010 (+)

uvig_192377: 1-30,602 (+)

uvig_282953: 1-31,794 (+)

IMGVR_UViG_3300045988_007460|3300045988|Ga0495776_030617: 1-30,135 (+)

IMGVR_UViG_3300029874_000024|3300029874|Ga0245322_100906: 1-30,299 (+)

SAMN10290208_a1_ct1309: 1-30,646 (+)
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