IMGVR_UViG_3300007125_000004|3300007125|Ga0102700_1000667: 1-29,921 (+)
IMGVR_UViG_7000000029_000057|7000000029|SRS042131 WUGC _scaffold_59238: 1-29,095 (+)
IMGVR_UViG_3300022580_000028|3300022580|Ga0248024_115: 1-29,024 (+)
IMGVR_UViG_3300008155_000024/3300008155|Ga0114001_100730: 1-27,332 (+)
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MGV-GENOME-0208538:1-29,489 (+)
IMGVR_UViG_3300045988_163302|3300045988|Ga0495776_153103:1-29,297 (+)

IMGVR_UViG_3300045988_114758|3300045988|Ga0495776_175890: 1-27,494 (+)
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IMGVR_UViG_3300045988_130000|3300045988|Ga0495776_076732:1-29,043 (+)

IMGVR_UViG_3300045988_126782|3300045988|Ga0495776_019782:1-27,714 (+)
IMGVR_UViG_3300045988_102532|3300045988|Ga0495776_151430: 1-26,133 (+)

SRS045638 _al ct8763:1-29,903 (+)

SRS051060_a1_ct32439 vs1:1-26,515 (+)

TemPhD_cluster_63922: 1-28,320 (-)

IMGVR_UViG_3300008098_000047|3300008098|Ga0114255_100685: 1-27,342 (+)

IMGVR_UViG_3300006458_000003|3300006458|Ga0100175_100534: 1-29,961 (+)

SRS019488_al ct10863_vs1:1-24,441(-)

SRS044662 al ct11298:1-28,719 (+)

MGV-GENOME-0161785:1-22,060 (+)

MGV-GENOME-0166774:1-22,748 (+)

SRS149690_al ct23831 vs1:1-22,831 (+)

MGV-GENOME-0182487:1-25,054 (+)

MGV-GENOME-0203677:1-28,627 (+)

SRS064014 al ct36681 vs1:1-28,613 (+)

SRS056896_a1_ct22437_vs1:1-25,312 (+)
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SRS019792_al ct11153 vs1:1-39,186 (+)
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SRS065299 al ct3384 vs1:1-34,848 (+)

SRS015590_a1 _ct15210_vs1:1-33,790 (+)

b W)

SAMN11031435 a1 ct38373 vs1:1-27,250 (+)
} 10000 nt {
defence (PADLOC) anti-defence (dbAPIS)




