
MGV-GENOME-0253657: 1-37,364 (+)

MGV-GENOME-0256583: 1-37,860 (+)

IMGVR_UViG_3300045988_137797|3300045988|Ga0495776_025000: 1-41,074 (+)

IMGVR_UViG_3300045988_158641|3300045988|Ga0495776_029219: 1-40,545 (+)

IMGVR_UViG_3300045988_146402|3300045988|Ga0495776_136355: 1-46,973 (+)

MGV-GENOME-0274198: 1-41,072 (+)

IMGVR_UViG_3300045988_132528|3300045988|Ga0495776_024989: 1-41,072 (+)

IMGVR_UViG_3300029359_000009|3300029359|Ga0243835_1000499: 1-42,044 (+)

IMGVR_UViG_3300029436_000006|3300029436|Ga0243833_1000559: 1-41,623 (+)

IMGVR_UViG_3300029779_000010|3300029779|Ga0243834_1000456: 1-41,745 (+)

uvig_441087_: 1-46,991 (+)

MGV-GENOME-0240915: 1-35,358 (+)

MGV-GENOME-0249188: 1-36,614 (+)

MGV-GENOME-0226534: 1-32,661 (+)

MGV-GENOME-0265709: 1-39,459 (+)

MGV-GENOME-0263967: 1-36,320 (+)

MGV-GENOME-0251615: 1-35,029 (+)

uvig_130265: 1-38,682 (+)

MGV-GENOME-0261315: 1-38,682 (+)

MGV-GENOME-0228988: 1-33,119 (+)

SAMN00792033_a1_ct28465_vs1: 1-34,645 (+)

uvig_235787: 1-41,194 (+)

MGV-GENOME-0249087: 1-34,765 (+)

Ma_2019_SRR413561_NODE_184_length_49444_cov_32.955010: 1-49,444 (+)

SAMN00791906_a1_ct60755_vs1: 1-40,547 (+)

IMGVR_UViG_3300045988_114653|3300045988|Ga0495776_113666: 1-40,774 (+)

MGV-GENOME-0250974: 1-36,897 (+)

MGV-GENOME-0277603: 1-35,425 (+)

uvig_463692: 1-46,485 (+)

10000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


