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IMGVR_UViG_3300045988_115411|3300045988|Ga0495776_153901: 1-35,156 (+)
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uvig 436857:1-34,945 (+)

|

MGV-GENOME-0258188: 1-38,135 (+)

MGV-GENOME-0253105: 1-35,969 (+)
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IMGVR_UViG_3300023493_000130|3300023493|Ga0257031_100635: 1-40,487 (+)

é

uvig 172342:1-36,380 (+)

Uvig 157855 1-29,362 (+)

%é

IMGVR_UViG_3300045988_130529|3300045988|Ga0495776_147716:1-36,626 (+)

é

MGV-GENOME-0279283: 1-36,626 (+)
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uvig 563853:1-26,285 (+)

é

uvig_160843:1-39,890 (+)

MGV-GENOME-0241983: 1-35,501 (+)

MGV-GENOME-0241844:1-35,478 (+)

é

uvig 42228:1-36,637 (+)

@

IMGVR_UViG_3300045988_127735|3300045988|Ga0495776_152935: 1-33,511 (+)
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IMGVR_UViG_3300045988_144751|3300045988|Ga0495776_148570: 1-34,728 (+)
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MGV-GENOME-0249337:1-30,583 (+)

5

é

MGV-GENOME-0271273:1-34,728 (+)

MGV-GENOME-0259123: 1-32,535 (+)

5

uvig 167872:1-41,424 (+)

uvig_56042:1-39,870 (+)

%

IMGVR_UViG_3300045988_115214|3300045988|Ga0495776_062954: 1-35,839 (+)

%

IMGVR_UViG_3300045988_112455|3300045988|Ga0495776_102802: 1-35,401 (+)

é

IMGVR_UViG_3300045988_107928|3300045988|Ga0495776_1

~

6577:1-33,040 (+)

%

IMGVR_UViG_3300045988_100506|3300045988|Ga0495776_189348: 1-32,300 (+)

é

MGV-GENOME-0267903: 1-28,132 (+)

|

MGV-GENOME-0184936: 1-25,429 (+)

é
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MGV-GENOME-0258862:1-31,308 (+)

uvig 302777:1-32,434 (+)
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