
IMGVR_UViG_3300008628_000079|3300008628|Ga0111366_100014|50070-87876: 1-37,807 (+)

IMGVR_UViG_3300008269_000166|3300008269|Ga0114154_100262|205-37750: 1-37,546 (+)

IMGVR_UViG_3300008754_000062|3300008754|Ga0114089_100302: 1-41,964 (+)

IMGVR_UViG_3300007315_000021|3300007315|Ga0104930_100248: 1-38,985 (+)

SRS019122_a1_ct8559_vs01: 1-55,785 (+)

IMGVR_UViG_3300007339_000016|3300007339|Ga0104971_100117: 1-39,218 (+)

SRS013502_a1_ct14971_vs1: 1-39,216 (+)

IMGVR_UViG_3300008275_000004|3300008275|Ga0114253_1000271: 1-40,676 (+)

IMGVR_UViG_7000000554_000001|7000000554|SRS058336_LANL_scaffold_27603: 1-40,619 (+)

IMGVR_UViG_3300007079_000165|3300007079|Ga0104033_100034|22715-61282: 1-38,568 (+)

IMGVR_UViG_3300006289_000216|3300006289|Ga0099614_100111|16007-53900: 1-37,894 (+)

SRS063288_a1_ct10549_vs1: 1-42,560 (+)

IMGVR_UViG_3300007300_000201|3300007300|Ga0104843_100211|2-41902: 1-41,901 (+)

SRS104165_a1_ct112000: 1-40,283 (+)

IMGVR_UViG_7000000436_000023|7000000436|SRS015644_WUGC_scaffold_38023: 1-38,048 (+)

MGV-GENOME-0272549: 1-38,015 (+)

MGV-GENOME-0264238: 1-39,196 (+)

IMGVR_UViG_3300008660_000011|3300008660|Ga0111492_100085: 1-42,743 (+)

IMGVR_UViG_3300008406_000004|3300008406|Ga0115224_1000366: 1-42,654 (+)

SRS045127_a1_ct74392_vs01: 1-37,592 (+)

TemPhD_cluster_36068: 1-42,018 (+)

IMGVR_UViG_3300008534_000002|3300008534|Ga0111050_100117: 1-41,494 (+)

IMGVR_UViG_3300008279_000036|3300008279|Ga0114263_1000145: 1-40,944 (+)

SAMEA2738131_b1_ct4: 1-41,495 (+)

uvig_446688: 1-43,491 (+)

IMGVR_UViG_3300007979_000095|3300007979|Ga0114002_100253: 1-44,581 (+)

IMGVR_UViG_3300008636_000164|3300008636|Ga0111420_100006|146086-184999: 1-38,914 (+)

SRS098704_a1_ct64546_vs01: 1-56,116 (+)

SRS023557_a1_ct6521_vs1: 1-61,388 (+)

20000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


