SRS014524 a1 _ct10081:1-37,561 (+)
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SRS147281 al ct19337:1-38,092 (+)

SRS104842_al_ct63027:1-39,298 (+)
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SRS043729_al ct14086_vs01:1-39,585 (+)
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MGV-GENOME-0259252: 1-38,313 (+)

SAMEA2737981_b1_ct9: 1-39,003 (+)
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SRS149237_al ct11462 vs01:1-38,678 (+)

MGV-GENOME-0264748:1-39,286 (+)
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MGV-GENOME-0264467:1-39,236 (+)

MGV-GENOME-0227853:1-32,903 (-)
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