
SAMEA2737938_b1_ct3: 1-38,461 (+)

MGV-GENOME-0259811: 1-38,415 (+)

MGV-GENOME-0265004: 1-39,327 (+)

MGV-GENOME-0257375: 1-37,996 (+)

MGV-GENOME-0259292: 1-38,323 (+)

SRS013663_a1_ct18433: 1-38,041 (+)

SRS014524_a1_ct10081: 1-37,561 (+)

SRS147281_a1_ct19337: 1-38,092 (+)

SRS143881_a1_ct2007: 1-38,263 (+)

SRS104842_a1_ct63027: 1-39,298 (+)

SRS043729_a1_ct14086_vs01: 1-39,585 (+)

MGV-GENOME-0259252: 1-38,313 (+)

SRS143218_a1_ct24400: 1-38,952 (+)

SRS147106_a1_ct39300_vs01: 1-38,457 (+)

SRS019176_a1_ct148358: 1-38,940 (+)

SRS075959_a1_ct16466: 1-38,734 (+)

MGV-GENOME-0263572: 1-39,080 (+)

SAMEA2737981_b1_ct9: 1-39,003 (+)

SRS149237_a1_ct11462_vs01: 1-38,678 (+)

MGV-GENOME-0264748: 1-39,286 (+)

MGV-GENOME-0264467: 1-39,236 (+)

MGV-GENOME-0259818: 1-38,415 (+)

MGV-GENOME-0263012: 1-38,980 (+)

MGV-GENOME-0262867: 1-38,956 (+)

SRS103983_a1_ct29960_vs01: 1-38,852 (+)

MGV-GENOME-0224051: 1-32,234 (+)

SRS065518_a1_ct508_vs1: 1-30,940 (+)

MGV-GENOME-0194734: 1-27,041 (+)

MGV-GENOME-0227853: 1-32,903 (-)

10000 nt

virulence (VFDB)


