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Ma_2019_SRR413689_NODE_294 length_51002_cov_3.586983: 1-51,

Q
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uvig_335109:1-51,016 (+)

é

MGV-GENOME-0312774:1-41,124 (+)

SAMNO0792005_a1_ct42987 _vs1:1-35,100 (+)

uvig 225710:1-38,077 (+)

MGV-GENOME-0232352: 1-33,780 (+)

uvig 294217:1-32,176 (+)

MGV-GENOME-0240801: 1-35,339 (+)

MGV-GENOME-0253067: 1-37,258 (+)

uvig 148631:1-37,679 (+)

MGV-GENOME-0270096: 1-40,084 (+)

MGV-GENOME-0255092: 1-37,608 (+)

MGV-GENOME-0251311:1-36,954 (+)

MGV-GENOME-0247144:1-36,269 (+)

MGV-GENOME-0257431: 1-34,268 (+)

MGV-GENOME-0255521:1-37,566 (+)

MGV-GENOME-0289449: 1-44,156 (+)

MGV-GENOME-0281558: 1-42,546 (+)

MGV-GENOME-0289540: 1-44,106 (+)

MGV-GENOME-0289419:1-43,969 (+)

MGV-GENOME-0278102: 1-41,858 (+)

MGV-GENOME-0294508: 1-45,274 (+)

MGV-GENOME-0294718:1-44,178 (+)

MGV-GENOME-0289550: 1-44,179 (+)
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MGV-GENOME-0297807: 1-45,942 (+)

ivig_720:1-32,257 (+)

MGV-GENOME-0251678: 1-34,905 (+)

uvig 453698:1-33,839 (+)

SAMNO5827083_al_ct23571 vs1: 1-45,650 (+)
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