)/ YEY)

uvig 285772:1-33,431 (+)

D D) )DYEY)

uvig 161937:1-26,417 (+)

[ O 2D OEEDOEN

MGV-GENOME-0174307: 1-23,812 (+)

[ oC 0 HIPEPEDN

MGV-GENOME-0221353: 1-31,784 (+)

DD D) )DY DY)

38 ggC

IMGVR_UViG_3300045988_144961|3300045988|Ga0495776_038598: 1-32,656 (+)

DD ) )DYEY)

uvig 487048:1-42,635 (+)

YY)

g 0

IMGVR_UViG_3300029121_.000173|3300029121]/Ga0168811_100107|104639-136704: 1-32,066 (+)

D DY) D)

MGV-GENOME-0216703: 1-30,973 (+)

DD ) )PYED)

MGV-GENOME-0248442: 1-32,401 (+)

[ C 0 HIPEEDH

uvig_289896:1-36,483 (+)

DYDY DY)

MGV-GENOME-0231476: 1-33,609 (+)

[ O 0 OPEEDOEN

uvig_126003: 1-42,198 (+)

/BB

SRS143372_al_ct123:1-36,508 (+)

[ O 0 OREDEDH

MGV-GENOME-0223080: 1-32,079 (+)

DD D) )Py EY)

MGV-GENOME-0224020: 1-32,229 (+)

D B ) BYRY)

MGV-GENOME-0213470: 1-28,584 (+)

S T o 2 2 2 2

uvig 433770:1-30,427 (+)

D ) )Py D)

by

- OO — KO OHTOEDC AGNEDEEINCL-DEDD

uvig 255573:1-45,274 (+)

[ or 0 HIPEPEIN

)

uvig_585287:1-24,302 (+)

D ) )DYEY)

Solpgooouogoog BBy

D)

IMGVR_UViG_3300045988_150519|3300045988|Ga0495776_119023: 1-31,851 (+)

DD Y)Y DY)

D)

uvig 597657:1-31,510 (+)

D ) DY)

D

uvig_591027:1-32,009 (+)

DD )Y DY)

uvig 591535:1-32,518 (+)

DD D) )Py EY)

uvig_548084:1-35,579 (+)

[ 0 HIPEEDH

uvig_245884:1-38,304 (+)

D) )DYEY)

MGV-GENOME-0207285: 1-29,272 (+)

DD D) )Py EY)

uvig_554663: 1-44,243 (+)

D) DY DY)

uvig_187672:1-31,789 (+)

D /YY)

L = = <=

uvig 451627:1-45002 (+)
}

f 10000 nt

defence (PADLOC) virulence (VFDB) tRNA pseudogene
I

lygopgBooBdd




