
uvig_40476: 1-66,767 (+)

MGV-GENOME-0341275: 1-63,298 (+)

Han_2018_ERR1398175_NODE_294_length_63682_cov_5.188693: 1-63,682 (+)

MGV-GENOME-0343643: 1-61,892 (+)

MGV-GENOME-0351568: 1-63,160 (+)

MGV-GENOME-0349393: 1-63,813 (+)

MGV-GENOME-0339804: 1-65,380 (+)

MGV-GENOME-0352721: 1-61,286 (+)

MGV-GENOME-0347816: 1-61,693 (+)

MGV-GENOME-0342602: 1-61,829 (+)

MGV-GENOME-0342046: 1-61,700 (+)

MGV-GENOME-0353283: 1-61,678 (+)

uvig_171405: 1-74,329 (+)

MGV-GENOME-0338355: 1-64,290 (+)

uvig_52334: 1-79,166 (+)

uvig_479468: 1-90,844 (+)

uvig_436952: 1-89,847 (+)

MGV-GENOME-0326268: 1-50,921 (+)

MGV-GENOME-0332428: 1-49,688 (+)

MGV-GENOME-0330749: 1-48,997 (+)

MGV-GENOME-0328240: 1-51,612 (+)

MGV-GENOME-0308828: 1-49,489 (+)

MGV-GENOME-0308732: 1-49,457 (+)

MGV-GENOME-0316364: 1-49,565 (+)

MGV-GENOME-0307933: 1-49,193 (+)

SAMEA2737678_a1_ct108921_vs1: 1-52,443 (+)

MGV-GENOME-0326812: 1-49,513 (+)

MGV-GENOME-0325169: 1-46,332 (+)

MGV-GENOME-0279419: 1-42,118 (+)

30000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


