g

SAMNO5827097_al_ct101419 vs1: 1-12,783 (+)
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j

<

GV-GENOME-0057969: 1-12,358 (-)

D ) y

uvig_187714:1-12,912(-)

MGV-GENOME-0067001:1-12,980 (-)

MGV-GENOME-0060474:1-12,528 (-)

o0 )

uvig 258179:1-12,347 (+)

MGV-GENOME-0069863:1-12,273 (-)

DD )

uvig_214108:1-13,608 (+)

MGV-GENOME-0069520: 1-13,153 (-)

uvig_246275:1-12,258 (-)

MGV-GENOME-0068441:1-13,077 (-)

MGV-GENOME-0065449:1-12,869 (+)

MGV-GENOME-0060395: 1-12,522 (-)

D! )

uvig_252772:1-12,501 (-)

MGV-GENOME-0058807: 1-12,414 (+)

uvig_222660:1-13,264 (+)

MGV-GENOME-0057895:1-11,875 (+)

MGV-GENOME-0060356:1-11,713 (-)

!

MGV-GENOME-0063592:1-12,064 (+)

uvig_241611:1-12,520 (-)

o0 ) )

uvig_218020: 1-12,258 (+)

uvig_248643:1-12,578 (+)

uvig 595214:1-12,082 (-)

) y

uvig_189697:1-12,135 ()

SAMNO00993243_b1_ct96_vs02: 1-12,996 (+)

N N

MGV-GENOME-0061701:1-12,610 (-)

b

SAMNO9781771_a1_ct109525_vs1:1-12,811 (+)

Ma_2019_SRR413589 NODE_1292 length 13164 cov_4.190556:1-13,164 (-)

B )

uvig_218760:1-10,204 (+)

t 5000 nt




