
IMGVR_UViG_3300045988_159783|3300045988|Ga0495776_017779: 1-35,932 (+)

IMGVR_UViG_3300045988_173040|3300045988|Ga0495776_021063: 1-35,980 (+)

MGV-GENOME-4411746: 1-35,930 (+)

IMGVR_UViG_3300045988_139097|3300045988|Ga0495776_021490: 1-36,102 (+)

IMGVR_UViG_3300045988_174497|3300045988|Ga0495776_021201: 1-36,021 (+)

IMGVR_UViG_3300045988_154886|3300045988|Ga0495776_003566: 1-35,324 (+)

IMGVR_UViG_3300008433_000019|3300008433|Ga0115379_100043: 1-37,040 (+)

IMGVR_UViG_3300008700_000011|3300008700|Ga0113865_100145: 1-35,265 (+)

IMGVR_UViG_3300008504_000019|3300008504|Ga0114860_100218: 1-35,259 (+)

IMGVR_UViG_3300045988_170156|3300045988|Ga0495776_018174: 1-36,122 (+)

IMGVR_UViG_3300045988_152037|3300045988|Ga0495776_018169: 1-36,117 (+)

SRS147933_a1_ct55859: 1-35,902 (+)

MGV-GENOME-0248590: 1-36,510 (+)

MGV-GENOME-0248441: 1-36,483 (+)

IMGVR_UViG_3300008341_000006|3300008341|Ga0115381_100246: 1-37,507 (+)

IMGVR_UViG_7000000706_000009|7000000706|SRS024021_Baylor_scaffold_10069: 1-37,215 (+)

SRS142680_a1_ct40331_vs01: 1-36,696 (+)

IMGVR_UViG_3300007294_000007|3300007294|Ga0104789_100123: 1-36,547 (+)

SRS018337_a1_ct4821: 1-36,290 (+)

IMGVR_UViG_3300008271_000030|3300008271|Ga0111085_100533: 1-36,393 (+)

SRS147144_a1_ct5623_vs1: 1-36,806 (+)

SRS042409_a1_ct44801_vs01: 1-36,707 (+)

SRS078775_a1_ct4781_vs1: 1-35,483 (+)

IMGVR_UViG_3300045988_148160|3300045988|Ga0495776_062303: 1-35,670 (+)

MGV-GENOME-0245992: 1-36,094 (+)

MGV-GENOME-0244218: 1-35,830 (+)

SRS049268_a1_ct35206_vs01: 1-31,468 (-)

MGV-GENOME-0203546: 1-28,603 (+)

MGV-GENOME-0184138: 1-25,306 (-)

10000 nt


