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uvig 175937:1-42,948 (+)
KKK K K KK KKK KD
MGV-GENOME-0264828: 1-39,299 (+)
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uvig_63953:1-44,375 (+)
K KK KKK KD
MGV-GENOME-0249039: 1-36,584 (+)
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uvig 207378:1-43,894 (+)
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MGV-GENOME-0268315:1-39,959 (+)

MGV-GENOME-0313803: 1-40,610 (+)

uvig_151333:1-44,360 (+)
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uvig 85942:1-38,074 (+)
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uvig_85759:1-42,918 (+)
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MGV-GENOME-0261296:1-38,677 (+)
k 10000 nt |
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




