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Shkoporov_2018_SRR6128101_NODE_94_length_29703_cov_294.318605: 1-29,703 (+)
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SAMN10290171_a1_ct113090_vs1: 1-29,567 (+)
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MGV-GENOME-0210715:1-29,874 (+)
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O OTEEDEOEA

uvig_595441:1-30,463 (+)
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uvig 589234:1-30,267 (+)
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SAMNO9781775_al_ct97488_vs1:1-31,100 (+)
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MGV-GENOME-0210080: 1-29,764 (+)
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IMGVR_UViG_3300045988_052471|3300045988|Ga0495776_120288: 1-
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MGV-GENOME-0210052: 1-29,760 (+)
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IMGVR_UViG_3300045988_043081|3300045988|Ga0495776_033339: 1-
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DD De

MGV-GENOME-0218835: 1-31,356 (+)

\ )

1 OC OPEDDEOA

uvig 597081:1-31,473 (+)

\ )

Lo OPPEEEOEA

SAMNO09781723_al_ct1420:1-31,391 (+)
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uvig 588250: 1-29,920 (+)

\ )

O OPPEDEDEA

uvig 451057:1-28,173 (+)
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Lo PO

SAMNO9781764 _al_ct137029_vs1: 1-27,865 (+)
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DD VDY D

MGV-GENOME-0218734: 1-31,339 (+)
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O OB

uvig 374687:1-31,253 (+)
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O ODBEDEOA

uvig 573443:1-27,631 (+)
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O OUPDEIOON

uvig 546997:1-31,737 (+)
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uvig_454997: 1-28,903 (+)
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IMGVR_UViG_3300029365_000514|3300029365|Ga0243866_1000249|38388-65174: 1-26,787 (+)
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uvig 221641:1-27,733 (+)
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OO

uvig 162822:1-26,071 (+)

DU

MGV-GENOME-0183227:1-25,166 (+)

MGV-GENOME-0183270: 1-25,172 (+)

ORI e

uvig 77512:1-26,108 (+)
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vivivEvEviNe

uvig_564781:1-33,294 (+)
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