| r VB DEDY

MGV-GENOME-0266053: 1-39,519 (+)

| i B

SAMEA2738169_b1 ct2:1-39,464 (+)

| i BRI

MGV-GENOME-0269967: 1-40,264 (+)

| r BN

MGV-GENOME-0268009: 1-39,903 (+)

| i BB

SAMEA2738077_b1_ct4:1-39,848 (+)

| i NBDEDD

MGV-GENOME-0265880: 1-39,489 (+)

| r VDD

OTU_3157:1-35,227 (+)

| YD NI

OTU_3215:1-34,982 (+)

| 1 DD

SAMN11031435_a1_ct18888_vs1:1-37,087 (+)

| r VDY

SRS075987_al_ct5714:1-38,996 (+)

| 1 DY

SRR5495000_NODE_6_length_33910_cov_20.628858: 1-33,910 (+)

| 1 NI

uvig 443548 :1-39,647 (+)

| r VDD

uvig_458781_:1-39,647 (+)

| i DD

SRS014530_a1_ct1569_vs1:1-38,950 (+)

| i NN

SAMEA2738123 b1 ct5:1-39,064 (+)

| r VDD

MGV-GENOME-0242812: 1-35,623 (+)

| i YR

SRS056327_al ct11535:1-39,514 (+)

| i XOEEE 0

Norman_44_NODE_1_length_38167_cov_330.242128: 1-38,167 (+)

| i YD REDY

MGV-GENOME-0259431: 1-38,346 (+)

| i YD DD

MGV-GENOME-0264159:1-39,180 (+)

| i N BEEDY

MGV-GENOME-0274028: 1-41,042 (+)

| Y PO

SRS100027_al_ct13595:1-40,529 (+)

| YD) PO

SAMEA2738139_b1 ct1:1-39,955 (+)

| i DI

MGV-GENOME-0263737:1-39,109 (+)

| Y PPEEE00

Kang_0057_STO01_N_NODE_78_length_33752_cov_14.434312: 1-33,752 (+)

| i VDD EDEECOD-DIOM DT S0 0D SDDPDI W20 0D

SRS147140_a1 ct3181:1-39,915 (+)

| ) OPEOOIEDH EDEDCDODIIPBIANT DO OO0 SDPDDEE OO0 DD

MGV-GENOME-0264683:1-39,272 (+)

| D! PPEOEDD EBEDCOOMOIINOE-COE00T S DEBET DR EMDIN—DO 000D

SAMEA2737949 b1 ct4:1-40,347 (+)
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