
IMGVR_UViG_3300045988_043101|3300045988|Ga0495776_157817: 1-40,824 (+)

IMGVR_UViG_7000000085_000094|7000000085|SRS018145_Baylor_scaffold_20859: 1-39,280 (+)

IMGVR_UViG_3300008518_000164|3300008518|Ga0115191_100136|16866-57056: 1-40,191 (+)

IMGVR_UViG_3300006745_000010|3300006745|Ga0101799_100110: 1-41,574 (+)

IMGVR_UViG_3300045988_030525|3300045988|Ga0495776_184472: 1-39,280 (+)

IMGVR_UViG_7000000665_000090|7000000665|SRS016037_WUGC_scaffold_8247: 1-42,595 (+)

IMGVR_UViG_3300008153_000314|3300008153|Ga0114320_1000092|2-43088: 1-43,087 (+)

IMGVR_UViG_3300007316_000015|3300007316|Ga0104922_100290: 1-41,774 (+)

SRS148094_a1_ct38058_vs1: 1-45,450 (+)

IMGVR_UViG_3300008406_000034|3300008406|Ga0115224_1000347: 1-44,591 (+)

IMGVR_UViG_3300006564_000135|3300006564|Ga0100366_100324: 1-43,641 (+)

SRS077216_a1_ct11029: 1-43,724 (+)

IMGVR_UViG_3300045988_034868|3300045988|Ga0495776_067615: 1-42,932 (+)

MGV-GENOME-4419734: 1-42,932 (+)

OTU_1912: 1-41,376 (+)

IMGVR_UViG_3300008145_000001|3300008145|Ga0114317_100058: 1-43,329 (+)

IMGVR_UViG_3300045988_035641|3300045988|Ga0495776_056012: 1-43,393 (+)

OTU_1566: 1-43,267 (+)

IMGVR_UViG_3300008138_000180|3300008138|Ga0114843_100173: 1-42,919 (+)

OTU_1562: 1-43,310 (+)

uvig_577212: 1-42,080 (+)

IMGVR_UViG_3300008141_000164|3300008141|Ga0114170_100077|2341-44654: 1-42,314 (+)

IMGVR_UViG_3300008747_000189|3300008747|Ga0115677_100144|15551-57561: 1-42,011 (+)

IMGVR_UViG_3300008141_000071|3300008141|Ga0114170_100077: 1-44,808 (+)

SRS077855_a1_ct13636_vs1: 1-39,500 (+)

MGV-GENOME-0254146: 1-33,840 (+)

MGV-GENOME-0239002: 1-35,075 (+)

SRS144014_a1_ct14303_vs01: 1-31,051 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


