P O-AERIC K KID-KD—DK

MGV-GENOME-0306866: 1-35,456 (+)

— ORI K K—D— K

MGV-GENOME-0246801:1-36,219 (+)

O K K K K

MGV-GENOME-0218154:1-31,227 (+)

[ ODE HESE-O-ACKKAEKCK K HE—G—D—— <K

MGV-GENOME-0244914:1-35,932 (+) =

O —O-AKIERC K KD K

MGV-GENOME-0247015: 1-33,789 (+)

— O -G K K—AE——HAK

MGV-GENOME-0248485:1-36,491 (+)

O O-ACKKAEMCKC K HKE—HD—(——K

MGV-GENOME-0244842:1-35,923 (+)

Shkoporov_2019_SRR9161505_NODE_295_length_37514 _cov_37.943084:1-37,514 (+)

I —-CAEHC K KID-GDD—0-KK

MGV-GENOME-0296620: 1-35,926 (+)

MGV-GENOME-0242242:1-35,537 (+)

BE—O-ACKAIEMAC K KAD-AD——HK

MGV-GENOME-0243766:1-35,764 (+)

> O-CCHAEKAC K KIDAD———K

MGV-GENOME-0242295: 1-35,544 (+)

H—O-GKERKCK K KID-AE————D-K

MGV-GENOME-0254221:1-37,459 (+)

H—O-CAKEERA K KD AED——C<K

MGV-GENOME-0253318: 1-37,308 (+)

IR O-OKKIEHCKC K KD-GD)——H0——CKKK

MGV-GENOME-0315132:1-38,669 (+)

IR O-AKAEKCK K KID-AD—E0—KK

MGV-GENOME-0313875:1-38,323 (+)

DA -@-O-AC O K KID-AE——D—H N

MGV-GENOME-0293413: 1-40,405 (+) -

D-O-GAK=HOC K K—EHD——4HDK

SAMN11252282 a1 _ct51150_vs1: 1-38,406 (+)

KO K KID-GE——K

MGV-GENOME-0254715:1-37,539 (+)

OO K KIDAE——K

MGV-GENOME-0250581:1-36,828 (+)

OO K KID-AE—HE<K

MGV-GENOME-0253212:1-37,287 (+)

- O-AARKEKCIC K KAD-GD—HKK

MGV-GENOME-0249793:1-36,707 (+)

I D-OOOEKOC K KIDAODEHI—EK

MGV-GENOME-0247589:1-36,342 (+)

HOP- KKK K KIDODEA-I—HK

MGV-GENOME-0287738: 1-36,303 (+)

MGV-GENOME-0266518:1-35,574 (+)

H O KR AP ——K

MGV-GENOME-0243419:1-35,398 (+)

MGV-GENOME-0271733:1-33,202 (+)

)-GO KD @K

MGV-GENOME-0314084: 1-38,952 (+)
pb—————10000nt——mm
defence (PADLOC) tRNA
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