uvig_175317:1-35,574 (+)

MGV-GENOME-4411233:1-33,018 (+)

uvig 249676:1-31,021 (+)

MGV-GENOME-4427849: 1-32,249 (+)

MGV-GENOME-4427879:1-31,787 (+)

SRS011529 a1 ct16199 vs1:1-39,150 (+)

I, ) e B B ) )

MGV-GENOME-0348727:1-37,588 (+)

[ OB A O EDEDEDA )

MGV-GENOME-0255135: 1-36,689 (+)

[ OB A T OEDEDED )
MGV-GENOME-0352184: 1-36,302 (+)

| )
MGV-GENOME-0311026: 1-33,664 (+)
[ OB O EDEDEDA )

MGV-GENOME-0235742: 1-34,468 (+)

MGV-GENOME-0228033: 1-32,934 (+)

[ DO A T DEDE—0DD-D—CHODLIEDA DD DD

uvig 237688:1-27,139 (+)

MGV-GENOME-0195299:1-25,552 (+)

MGV-GENOME-0300381: 1-34,247 (+)

uvig_571491:1-31,541 (+)

MGV-GENOME-0275803: 1-28,928 (+)

uvig 228871:1-28,806 (+)

IMGVR_UViG_3300029857_000366|3300029857|Ga0245297_1000142[49715-86408: 1-36,694 (+)

uvig_185023:1-36,136 (+)

N N N SN2 SN2

[ BB O PO ) - FODID-GEEA OB

uvig_246251:1-37,339 (+)

uvig_330964:1-30,535 (+)

MGV-GENOME-0214212:1-30,515 (+)

MGV-GENOME-0208937: 1-29,557 (+)

uvig_374267:1-26,847 (+)

MGV-GENOME-0233723:1-32,576 (+)

MGV-GENOME-0231058: 1-30,245 (+)
} 10000 nt {
defence (PADLOC) virulence (VFDB)




