
uvig_395041: 1-36,598 (+)

SAMN11031311_a1_ct3217: 1-36,314 (+)

MGV-GENOME-0247045: 1-33,438 (+)

IMGVR_UViG_3300008420_000019|3300008420|Ga0115228_100252: 1-34,149 (+)

IMGVR_UViG_7000000681_000074|7000000681|SRS018439_Baylor_scaffold_61766: 1-33,876 (+)

IMGVR_UViG_3300007318_000160|3300007318|Ga0104925_100064|11377-48454: 1-37,078 (+)

SRS011243_a1_ct14501_vs1: 1-34,848 (+)

SRS142545_a1_ct11069_vs1: 1-36,343 (+)

OTU_3393: 1-34,086 (+)

SRS013651_a1_ct2164: 1-34,623 (+)

SRS022621_a1_ct34582_vs1: 1-34,369 (+)

IMGVR_UViG_7000000576_000101|7000000576|SRS022621_Baylor_scaffold_81973: 1-33,914 (+)

IMGVR_UViG_3300008153_000042|3300008153|Ga0114320_1000188: 1-34,338 (+)

IMGVR_UViG_3300008143_000020|3300008143|Ga0114287_100237: 1-39,209 (+)

OTU_3366: 1-34,196 (+)

OTU_3410: 1-34,027 (+)

OTU_3374: 1-34,162 (+)

OTU_3365: 1-34,200 (+)

OTU_3368: 1-34,190 (+)

uvig_394208: 1-34,752 (+)

SRS020628_a1_ct15343: 1-34,109 (+)

MGV-GENOME-0211497: 1-30,004 (+)

MGV-GENOME-0202025: 1-28,334 (+)

SAMN05827191_a1_ct3364: 1-33,597 (+)

MGV-GENOME-0231582: 1-33,630 (+)

SAMN10290216_a1_ct116: 1-34,243 (+)

IMGVR_UViG_3300007186_000030|3300007186|Ga0103259_100391: 1-33,981 (+)

MGV-GENOME-0233477: 1-34,002 (+)

SRS064831_a1_ct2586: 1-34,300 (+)

MGV-GENOME-0235580: 1-34,433 (+)

MGV-GENOME-0233004: 1-33,912 (+)

IMGVR_UViG_3300006748_000008|3300006748|Ga0101800_100257: 1-34,348 (+)

SRS049147_a1_ct13408: 1-34,269 (+)

IMGVR_UViG_3300019477_000038|3300019477|Ga0197716_100038: 1-35,584 (+)

IMGVR_UViG_3300039333_000022|3300039333|Ga0169237_00396: 1-34,112 (+)

IMGVR_UViG_3300045988_068498|3300045988|Ga0495776_064174: 1-34,206 (+)

IMGVR_UViG_3300008636_000024|3300008636|Ga0111420_100495: 1-34,222 (+)

IMGVR_UViG_3300007979_000020|3300007979|Ga0114002_100391: 1-34,303 (+)

uvig_319007: 1-35,311 (+)

OTU_3435: 1-33,891 (+)

IMGVR_UViG_3300045988_058886|3300045988|Ga0495776_002737: 1-34,175 (+)

IMGVR_UViG_3300008080_000019|3300008080|Ga0105957_100394: 1-36,828 (+)

IMGVR_UViG_7000000349_000048|7000000349|SRS047210_WUGC_scaffold_20118: 1-33,280 (+)

IMGVR_UViG_3300008581_000202|3300008581|Ga0111080_100111|10687-46037: 1-35,351 (+)

uvig_375562: 1-35,876 (+)

SAMN11031287_a1_ct2074: 1-33,849 (+)

IMGVR_UViG_7000000025_000001|7000000025|SRS023617_Baylor_scaffold_71932: 1-33,390 (+)

MGV-GENOME-0234298: 1-34,166 (+)

uvig_316158: 1-34,102 (+)

IMGVR_UViG_3300006832_000014|3300006832|Ga0099611_100151: 1-34,224 (+)

Zhao_Case_2_NODE_10_length_36342_cov_660.154187: 1-36,342 (+)

uvig_576348: 1-33,837 (+)

uvig_315323: 1-34,102 (+)

OTU_3309: 1-34,521 (+)

IMGVR_UViG_3300039312_000001|3300039312|Ga0169248_0098: 1-34,162 (+)

IMGVR_UViG_3300045988_052437|3300045988|Ga0495776_002754: 1-34,274 (+)

MGV-GENOME-0234818: 1-34,274 (+)

uvig_107241: 1-34,180 (+)

IMGVR_UViG_3300045988_064615|3300045988|Ga0495776_002344: 1-33,730 (+)

IMGVR_UViG_3300006320_000038|3300006320|Ga0099576_1000274: 1-36,349 (+)

IMGVR_UViG_3300008715_000010|3300008715|Ga0115609_1000421: 1-34,388 (+)

SRS048893_a1_ct6802: 1-33,419 (+)

uvig_470477: 1-33,774 (+)

uvig_286027: 1-33,171 (+)

MGV-GENOME-0231024: 1-33,523 (+)

SAMN11031282_a1_ct8159: 1-34,464 (+)

OTU_3452: 1-33,814 (+)

IMGVR_UViG_3300022578_000031|3300022578|Ga0248012_1078: 1-34,229 (+)

IMGVR_UViG_3300009965_000028|3300009965|Ga0133741_100031: 1-34,229 (+)

IMGVR_UViG_3300011982_000054|3300011982|Ga0119773_1000043: 1-35,897 (+)

MGV-GENOME-0231936: 1-33,702 (+)

uvig_244231: 1-34,883 (+)

OTU_3367: 1-34,192 (+)

OTU_3387: 1-34,096 (+)

IMGVR_UViG_3300007300_000210|3300007300|Ga0104843_100241|7307-42055: 1-34,749 (+)

SRS055177_a1_ct22403: 1-34,419 (+)

OTU_3383: 1-34,113 (+)

OTU_3558: 1-33,298 (+)

OTU_3409: 1-34,031 (+)

OTU_3399: 1-34,064 (+)

SAMN11031408_a1_ct1482: 1-34,181 (+)

MGV-GENOME-4407348: 1-32,930 (+)

IMGVR_UViG_3300028968_000004|3300028968|Ga0169714_100401: 1-33,148 (+)

MGV-GENOME-0229661: 1-33,252 (+)

IMGVR_UViG_3300045988_094082|3300045988|Ga0495776_001498: 1-33,252 (+)

OTU_3353: 1-34,250 (+)

OTU_3472: 1-33,729 (+)

OTU_3335: 1-34,343 (+)

OTU_3361: 1-34,204 (+)

uvig_124177: 1-33,427 (+)

OTU_3533: 1-33,438 (+)

OTU_3440: 1-33,865 (+)

OTU_3549: 1-33,351 (+)

OTU_3470: 1-33,747 (+)

OTU_3497: 1-33,610 (+)

OTU_3570: 1-33,191 (+)

OTU_3445: 1-33,854 (+)

MGV-GENOME-0303223: 1-33,858 (+)

IMGVR_UViG_3300014292_000005|3300014292|Ga0134351_1000072: 1-34,118 (+)

uvig_591256: 1-33,847 (+)

IMGVR_UViG_7000000028_000060|7000000028|SRS024138_Baylor_scaffold_49440: 1-34,091 (+)

IMGVR_UViG_3300006462_000003|3300006462|Ga0100062_100196: 1-34,184 (+)

OTU_3382: 1-34,114 (+)

IMGVR_UViG_3300045988_071470|3300045988|Ga0495776_104402: 1-33,734 (+)

IMGVR_UViG_3300007208_000028|3300007208|Ga0103291_100545: 1-34,191 (+)

IMGVR_UViG_3300007977_000267|3300007977|Ga0111542_100120|10616-44389: 1-33,774 (+)

IMGVR_UViG_3300008493_000278|3300008493|Ga0111009_1000240|5995-42226: 1-36,232 (+)

SRS064423_a1_ct10551_vs1: 1-39,305 (+)

uvig_596450: 1-36,290 (+)

IMGVR_UViG_3300045988_056043|3300045988|Ga0495776_002734: 1-34,158 (+)

SRS144124_a1_ct24530: 1-34,535 (+)

IMGVR_UViG_3300014135_000045|3300014135|Ga0134360_100044|172-35515: 1-35,344 (+)

uvig_585984: 1-34,637 (+)

SAMN09781745_a1_ct364: 1-34,582 (+)

uvig_422140: 1-30,853 (+)

uvig_289578: 1-33,747 (+)

SRS102808_a1_ct43664_vs1: 1-34,126 (+)

OTU_3869: 1-30,874 (+)

SRS149231_a1_ct3119_vs1: 1-37,459 (+)

MGV-GENOME-0190519: 1-26,340 (+)

SRS142896_a1_ct26683_vs1: 1-24,358 (+)

MGV-GENOME-0191245: 1-26,452 (+)

SAMN01779886_a1_ct17859_vs1: 1-24,763 (+)

SRS146874_a1_ct9972_vs1: 1-34,545 (+)

OTU_3778: 1-31,610 (+)

OTU_2832: 1-37,207 (+)

OTU_3347: 1-34,272 (+)

OTU_3184: 1-35,120 (+)

OTU_3179: 1-35,134 (+)

OTU_3182: 1-35,130 (+)

OTU_3169: 1-35,172 (+)

OTU_3131: 1-35,379 (+)

OTU_3154: 1-35,258 (+)

OTU_3266: 1-34,704 (+)

IMGVR_UViG_3300008136_000058|3300008136|Ga0113979_100742: 1-31,887 (+)

OTU_3338: 1-34,332 (+)

SAMN11893692_a1_ct65751_vs1: 1-31,149 (+)

uvig_227763: 1-28,415 (+)

uvig_284820: 1-27,426 (+)

IMGVR_UViG_3300006259_000148|3300006259|Ga0099458_100399: 1-37,414 (+)

IMGVR_UViG_7000000295_000111|7000000295|SRS019219_WUGC_scaffold_73889: 1-34,870 (+)

OTU_3082: 1-35,703 (+)

uvig_239617: 1-35,942 (+)

MGV-GENOME-0306953: 1-33,220 (+)

IMGVR_UViG_3300045988_047597|3300045988|Ga0495776_060120: 1-35,011 (+)

MGV-GENOME-0235638: 1-34,444 (+)

IMGVR_UViG_3300045988_033364|3300045988|Ga0495776_101324: 1-34,685 (+)

uvig_292320: 1-34,663 (+)

IMGVR_UViG_3300045988_047457|3300045988|Ga0495776_101491: 1-34,745 (+)

MGV-GENOME-0272498: 1-31,730 (+)

MGV-GENOME-0236195: 1-34,562 (+)

uvig_76825: 1-34,532 (+)

SRS021897_a1_ct31798_vs1: 1-34,267 (+)

IMGVR_UViG_3300045988_050536|3300045988|Ga0495776_003443: 1-34,851 (+)

uvig_316773: 1-34,787 (+)

TemPhD_cluster_51499: 1-34,732 (+)

uvig_317779: 1-34,787 (+)

OTU_3380: 1-34,130 (+)

SAMN11031323_a1_ct229: 1-34,447 (+)

OTU_3279: 1-34,633 (+)

uvig_293190: 1-35,229 (+)

IMGVR_UViG_3300045988_038592|3300045988|Ga0495776_143346: 1-35,119 (+)

IMGVR_UViG_3300006460_000153|3300006460|Ga0100061_100186|3-34456: 1-34,454 (+)

IMGVR_UViG_3300007924_000016|3300007924|Ga0113552_100386: 1-35,849 (+)

IMGVR_UViG_7000000480_000077|7000000480|SRS015209_WUGC_scaffold_8103: 1-34,222 (+)

IMGVR_UViG_7000000027_000017|7000000027|SRS056622_LANL_scaffold_19593: 1-32,304 (+)

IMGVR_UViG_3300007976_000169|3300007976|Ga0114368_100225|1-41250: 1-41,250 (+)

IMGVR_UViG_7000000600_000039|7000000600|SRS016002_WUGC_scaffold_22842: 1-39,851 (+)

IMGVR_UViG_3300008275_000117|3300008275|Ga0114253_1000285: 1-39,730 (+)

uvig_396878: 1-39,239 (+)

SAMN11031452_a1_ct6206: 1-33,272 (+)

OTU_4017: 1-29,694 (+)

SRS019894_a1_ct18719: 1-33,959 (+)

SRS075765_a1_ct16633_vs1: 1-35,098 (+)

SAMN11031435_a1_ct10180: 1-34,304 (+)

IMGVR_UViG_3300007795_000151|3300007795|Ga0105644_100055|10679-45613: 1-34,935 (+)

SAMN11031379_a1_ct430: 1-34,743 (+)

Shkoporov_2018_SRR6128055_NODE_12_length_35051_cov_15.092582: 1-35,051 (+)

SAMN09781776_a1_ct68518_vs1: 1-28,183 (+)

MGV-GENOME-0198622: 1-27,733 (+)

SAMN09781751_a1_ct4232: 1-33,788 (+)

10000 nt
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