IMGVR_UViG_3300045988_128571|3300045988|Ga0495776_003491:1-35,076 (+)
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uvig 268934:1-34,670 (+)

SAMEA2737784 b1 _ct43_vs3: 1-38,100 (+)

uvig_132400: 1-34,639 (+)

Han_2018_ERR1398252 NODE_584 length_35281_cov_19.007920: 1-35,281 (+)
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SAMN11031433_a1_ct1998:1-35,768 (+)

uvig_542484:1-34,832 (+)

OTU_3050: 1-35,880 (+)
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uvig 507877:1-34,723 (+)

IMGVR_UViG_3300029704_000133|3300029704|Ga0245212_100481: 1-37,532 (+)

IMGVR_UViG_3300045988_133447|3300045988|Ga0495776_042986:1-36,536 (+)
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OTU_30835:1-35,958 (+)

SRS104912_a1_ct18756_vs1: 1-42,500 (+)
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uvig 278784:1-39,150 (+)

uvig 367690:1-39,674 (+)

uvig 48419:1-42,804 (+)

SAMN10290187_a1_ct34: 1-34,301 (+)
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IMGVR_UViG_7000000444_000295|7000000444|SRS063985_LANL _scaffold_8820]|42396-76976:1-34,581 (+)
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SRS063985_al _ct13808_vs1:1-40,350 (+)
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OTU_3105:1-35,545 (+)
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MGV-GENOME-0219495: 1-31,470 (+)
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uvig 73595:1-37,778 (+)
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uvig_89537:1-35,591 (+)
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OTU_3220:1-34,954 (+)
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uvig 423921:1-41,899 (+)

MGV-GENOME-0223395: 1-32,129 (+)
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01.00463:1-32,625 (+)
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