SRS020400_a1_ct14038_vs1:1-23,670 (+)

I PO OCEDDDDOETERIbL )

- —
MGV-GENOME-0170403: 1-23,254 (+)

I D VD B VDD W V) o0 O OB O S B

SRS149671 al ct43427_vs1:1-32,958 (+)

O A WO OPDEDDDD LU OO ORI

SRS144090_a1_ct17305:1-31,782 (+)

I D )V W VO Vb D PO O-CED )

SRS019170_a1 ct8747:1-31,854 (+)

[ VI D DO B V) L0

SAMNO5826800_a1_ct1767:1-32,176 (+)

) L A OPEEDOD LD

MGV-GENOME-0224422:1-32,297 (+)

o PO ODEDEDDN L0

SRS056323_a1 ct11580:1-31,778 (+)

o OO ODCEDODOE S 00 S0 -

- I
SAMN11031287_al_ct2059:1-31,921 (+)

) ) PO DCEEDDDD LU PO O-CERIPL T U

SRS063871_al_ct72902_vs1:1-31,472 (+)
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SRS056622 al ct14996:1-31,153 (+)

o PO OCEEDDDD L o0 DU ORI

SRS043275_a1_ct20313_vs1:1-33,850 (+)

o {0
D B, B 0 I VYD D Vb LD OO O-CRERIID__r O O 00 0D
OO0

SRS062544 a1l _ct21203:1-31,564 (+)

I ) VD D WD L OO0 WK L0 0 00

SRS015686_al ct23747_vs1:1-31,131 (+)

o O OO OPEDDDDN o0 DO DKL O SBRM DU 0D

MGV-GENOME-0229206: 1-33,164 (+)

O R O DB U O O-CERIDL_F O OB DU 00D

uvig_370226:1-32,964 (+)

o O O OBEDDDDN U /S S N ) I B B ) ) OO0

MGV-GENOME-0238202: 1-32,773 (+)

I B R I W VDD V) o0 DO OO KDDL T PP DU OO0

MGV-GENOME-0239157: 1-35,100 (+)

o P O OEDEDODU L0 POCOD—CKERDIDL o O HBERDNE 0D

SRS149720_al _ct46399:1-32,627 (+)

\} ) YOO ODEDDDED L0 DO O O EBED-er {500

SRS013836_al ct21285 vs1:1-33,014 (+)

7 T PO ODDEDDDD DD DO AT O F S0 SBEIDEE DD

SRS075433_a1_ct23082_vs1:1-33,750 (+)

SRS012279_al_ct109327_vs1:1-23,238 (+)

MGV-GENOME-0170331: 1-23,245 (+)

SRS024107_al _ct24068_vs1:1-29,802 (+)

SRS076764 al ct91250_vs1:1-22,812 (+)

MGV-GENOME-0163122:1-22,232 (+)

SRS148284_al_ct23212_vs01:1-21,825 (+)
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