MGV-GENOME-0294757:1-33,999 (+)

MGV-GENOME-0286665:1-33,736 (+)

MGV-GENOME-0238927:1-35,066 (+)

MGV-GENOME-0240773:1-35,336 (+)

MGV-GENOME-0231206: 1-33,556 (+)

MGV-GENOME-0245334: 1-35,994 (+)

MGV-GENOME-0280585:1-35,912 (+)

MGV-GENOME-0235872:1-34,494 (+)

MGV-GENOME-0269324: 1-37,235 (+)

MGV-GENOME-0269326: 1-37,427 (+)

MGV-GENOME-0257186: 1-37,960 (+)

MGV-GENOME-0238401: 1-34,983 (+)

MGV-GENOME-0238067:1-32,927 (+)

MGV-GENOME-4414127:1-34,916 (+)

MGV-GENOME-0257962:1-33,478 (+)

MGV-GENOME-0233199:1-33,218 (+)

MGV-GENOME-0226419:1-32,643 (+)

MGV-GENOME-0288549: 1-43,947 (+)

MGV-GENOME-0275989:1-40,129 (+)

K

SRS012969_al _ct35404 vs1:1-35,485 (+)

MGV-GENOME-0300190: 1-44,441 (+)

MGV-GENOME-0276012: 1-41,428 (+)

MGV-GENOME-0292260: 1-43,671 (+)

MGV-GENOME-0269816:1-40,234 (+)

MGV-GENOME-0252150: 1-37,098 (+)

MGV-GENOME-0293742:1-33,650 (+)

Ma_2019_SRR341683 NODE 561 length_28520_cov_2.993501:1-28,520 (+)
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