NM»»»»»»»» DO D K H D DM I DI L I D O N DA M~ s D IONDADD DI

Mycobacterium_phage_Duke13:1-111,970 (+)

DO D)»m» DO i MK K IR DI X DD IO L I D o M DM MR M-I IDDIMSOND-DDD M

Mycobacterium_phage_Baka: 1-111,688 (+)

DD l)»n»} DI | I K D I O DD IO X DD o O MIKKMAH D ~<HI KOOSO DO

NC_041844.1:1-109,270 (+)

ODDIMHODIDMON A i I K DM I D oA X D DI KU D~ ORI DDA OMD-DDDIMM

-
Mycobacterium_phage_Minerva: 1-109,871 (+)

ODODIMDDIMIADDNOHDMN i I AR KD DI OO L O D oD O N KU DI K OMHAI ORDNDROND-DDODM

Mycobacterium_phage_Klein: 1-112,329 (+)

l»»»»».»» DYOW »»)»»» I KK IR KD DI O DODIRDDIMIIMHOM. > O O MDA DI MK DA ONDIOMD-DOD DM

NC_022067.1: 1 109,960 (+)

DD DMDDIDIHON_ SOOI DMUMD OO DRANI-DINODDIADNOMDI HIMHEIC IR

Mycobacterium_phage_Yeet: 1-111,437 (+)

L WY i oSSR Do T I I D g R I I B b R 0, S 0 N B b

Mycobacterium_| phage HokkenD: 1- 113 067 (+)

COLDORRDIIDINON. D ODEDNEUIMKKKKUHO-M-CADHMONORDADHOMDCDRIM-HDUNNDD-DNHOMN-HINHEK KACIHEIIMEB D

Mycobacterium_phage_Schatzie: 1-111,345 (+)

D»»w-)» OO i M KT DI DD IO T DD D D O MM DDA DI DD

Mycobacterium_phage_Beem: 1-113,128 (+)

C ODDDOREDIOIIMONT X OO D O N K- KOOI MDD DD M»»»»»n»m NI | I KUK DD

Mycobacterium_phage_JuicyJay: 1-113,075 (+)

lw»»»-mn»»l» NI HIH A I D D A O o D D O N KK I D= - KRNI OMDAROMDAR

Mycobacterium_phage_Phoebus: 1-114,320 (+)

CoODDDMDDIDIIHON_— DT DI HRO - MMID-CHDIHMMMOMD-IMOHDICOIAN-DDOMODIHDDOHDIHMHKIC KRR DM

Mycobacterium_phage_NihilNomen: 1-110,439 (+)

DD DD L DD DL O O KKK ==K M O O D - DDA MHMOMIHHHMDMIKEC KR HCKMARHARHKIH DI

Mycobacterium_phage_Dallas: 1-111,843 (+)

COPDORRDIIDIHON SO SOOI DM-CADIHMOMR BT DDMMIHODMDDIHDHOMHOMAH MM KA DIID

Mycobacterium_phage_Halley: 1-112,351 (+)

CoODDIMPDIDIHON_ DT DA OO D-CAHDHMDMCIIIIOID-COIAM-DOMNCODDHOMMHMHHICKCHIRIMKIRH- AR DM

Mycobacterium_phage_Ejimix: 1-111,924 (+)

L DDDORDIDMDIIMOM. X XD DD N ORI OO »»»»»»n»m» MDA . I KKK

Mycobacterium_phage_Redno2: 1-108,297 (+)

DD DMDDIDIHON_ T DI OODEDIDIDHEHKMMO-D-GHIDIHMDMDTIDMIOHDMOMMN-DOMMODDIPENOIRONHHHGC KD

KF114875.1: 1-108,297 (+)

OO MO KHORKRAH KRR DIDII_DDUODIREOIDIHON. T 0 ODEDDE DKM -DMD-CRDHMODDIMOND-DOMM

Mycobacterium_phage_Hughesyang: 1-112,884 (+)

DROMHODYIPHDORHDNHHMHIICKCIKIIHRH DD DCDOILOIDINDNT OO OIDEDNEIOIDMHKHIKMHO-DIMI-CAHDIHMDHIROAMDID-DDMIN

Mycobacter\um phage_ThreeRngTarj a\/ 1-113,254 (+)

l»»»»»)» DO HHK AR DODREEOIDINHOM XA OO D O ORI ON-IBOND-DDDIM:

Mycobacterium_phage Zelink: 1-111,740 (+)

DD A AN HHIIMIKI KK UKD DI I DD DD IO O D DT O O MUK KUK~ K DMHIDHEI O DIOND-DD DM

- 1
Mycobacterium_phage_EricMillard: 1-113,536 (+)

DM COMMADEOARROM T R DOIMA_ICDUODEERDPIMON. L L PN EDN DRI —M-CERCIHIDHR RN DDA

Mycobacterium_phage_Kalah2:1-110,713 (+)

CODDODMCONDIHDI T DTODIEDEDDMBDDIDMHKHMHOMMMMCDHIDHOMMIDIOHDNCLOMMD O DNOMOM-HIMIK AR DD

Mycobacterium_phage_DmpstrDiver: 1-112,285 (+)

C ODDDOMDEDIDIIMONT XA O D D O DI MKKKKHHOD - MDD DD DDDIMIMI Dw»»»)»w»»m»» DI i DRI KRR MDD

Mycobacterium_phage_Pound: 1-109,901 (+)

COLDORRDONDIHON SOOI OODEDADMHEHMEO- M-SR ORE-DMMONDDEDHOOMMIHDMOHMPMONOUMDM-HN KUK UMD

Mycobacterium_phage_Constella: 1-110,169 (+)

CODDOONLONIDIMHON " DABIODDEDIDDIHIHO-IMKHDIHBHONED-MTHIDDDNOORIHDIDIOOMPHDIMOMOM HMDHMHHIHIRDDMN

NC_023738.1:1-106,327 (+)

k 40000 nt
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