I LD b D D) b

MGV-GENOME-0244521:1-35,874 (+)

I LD VD DD W)

SRS144621 al ct28306: 1-35,969 (+)

O D DO A

MGV-GENOME-0245199: 1-35,975 (+)

I DD DD A

IMGVR_UViG_3300045988_133396|3300045988|Ga0495776_017551: 1-35,574 (+)

O LD D)

IMGVR_UViG_3300045988_145789|3300045988|Ga0495776_017556: 1-35,587 (+)

O T DD DA

MGV-GENOME-0244095: 1-35,812 (+)

I D DD D) b,

IMGVR_UViG_3300029109_000007|3300029109|Ga0168978_100271: 1-35,258 (+)

O DD, DD ) b

SAMEA2737997 b1 ct2:1-35,788 (+)

O DD 0

MGV-GENOME-0245475:1-36,016 (+)

I D ODEDON DA

IMGVR_UViG_3300045988_119043|3300045988|Ga0495776_102794: 1-35,400 (+)

O D SDEDONE 0

SAMEA2738133_b1 ct6: 1-35,937 (+)

O D DD DA

MGV-GENOME-0243559: 1-35,732 (+)

I T D ODEDO DA

IMGVR_UViG_3300045988_142854|3300045988|Ga0495776_003453: 1-34,868 (+)

O ) D ) b

IMGVR_UViG_3300011982_000056/3300011982|Ga0119773_1000045: 1-35,584 (+)

O T DD 0

SAMEA2737939_b1_ct1: 1-34,714 (+)

I LD N, DD D) V.

IMGVR_UViG_3300045988_128838|3300045988|Ga0495776_101340: 1-34,693 (+)

O LD D)

SAMEA2737953_b1_ct5:1-34,428 (+)

O D D, DD ) D,

SAMEA2737928_b1_ct7:1-35,564 (+)

O T DD A

IMGVR_UViG_3300008098_000007|3300008098|Ga0114255_100493: 1-35,908 (+)

O T DD DA

MGV-GENOME-0249670:1-36,689 (+)

I T D DD A

MGV-GENOME-0232595:1-33,826 (+)

O T D DO A

MGV-GENOME-0208189: 1-29,418 (+)

O T D DD DA

MGV-GENOME-0201813:1-28,295 (+)

O ) D) Y

SAMEA2737900_b1_ct2: 1-28,901 (+)

I ) DL ODEDO DA

IMGVR_UViG_3300008541_000004|3300008541|Ga0111054_100436: 1-33,270 (+)

POCODCOE o0 0 D A I KKK

SRS049268_al ct35205_vs1:1-28,248 (+)

DU

SRS142483 al ct24426:1-32,635 (+)

k 10000 nt |
defence (PADLOC)

I




