DK

TemPhD_cluster_46404: 1-55,252 (+)

DK

MGV-GENOME-0321501: 1-54,922 (+)

DK

TemPhD_cluster_57840: 1-54,171 (+)

LK

TemPhD_cluster_46402: 1-55,307 (+)

DOCK

TemPhD_cluster_57622: 1-55,080 (+)

OCK

TemPhD_cluster_19216: 1-55,055 (+)

LXK

TemPhD_cluster_17925: 1-54,828 (+)

OCK

TemPhD_cluster_46432: 1-54,827 (+)

OCK

TemPhD_cluster_19211: 1-55,055 (+)

LK

TemPhD_cluster_57644: 1-55,054 (+)

DOCK

uvig 316330: 1-54,881 (+)

DK

TemPhD_cluster_46401: 1-55,348 (+)

COCK
DK

TemPhD_cluster_19213: 1-55,055 (+)

OOCK

TemPhD_cluster_57901: 1-53,933 (+)

CECK KR KRR K KHIHEHKKICHOMRICHCOT——OMDEHDCD

IMGVR_UViG_3300029141_000001|3300029141|Ga0120217_1027: 1-54,501 (+)

IMGVR_UViG_3300029139_000001|3300029139|Ga0120234_10026: 1-54,501 (+) - n

OOCK KIKKKK RKKKRRC K HACEKKRICHBMCHIO——ODCHIDC -
IMGVR_UViG_3300045988_109773|3300045988|Ga0495776_038968: 1-54,238 (+)

TemPhD_cluster_57876: 1-54,044 (+)

TemPhD_cluster_19212:1-55,055 (+)

O

TemPhD_cluster_19215: 1-55,055 (+)

COCK KKK KKK I HIRERIKKMCHO @O0 O @D
TemPhD_cluster_28824:1-56,170 (+)
DK K KKK FROKKRRKKC KK KRR IO ODCHIDC -

IMGVR_UViG_3300029140_000002|3300029140|Ga0120226_1028: 1-54,501 (+)

TR KRR K RORCRIKKCHMRUIAO—— DD -

uvig_395439: 1-48,284 (+)

DOCK

IMGVR_UViG_3300045988_157207|3300045988|Ga0495776_141838: 1-56,590 (+)

EXCK KUGAK KRR K- CUHUCHMIIACHCOO T OMDEHIDC
TemPhD_cluster_46429:1-54,982 (+)
DK KIKKIK KRR TRICHMEIG DT I EHDC

TemPhD_cluster_57462:1-56,046 (+)

DOCK KR KKKk IR T A-I0T WDEHIDC -

TemPhD_cluster_57636: 1-55,058 (+)

DK KA RKRKRRIC A KMIERKKICHMIHIOL— ODEHDC -

TemPhD_cluster_16783:1-53,577 (+)

DOCK KA RKRKRRIC KR KMAREHKKICHIMIA0L— ODEHIDC -

TemPhD_cluster_39672_:1-51,306 (+)

DK

TemPhD_cluster_46450: 1-54,404 (+)

OOCK K

TemPhD_cluster_34632: 1-54,357 (+)

XK K

TemPhD_cluster_57706:1-54,777 (+)

CEXCK KRR HIRTHKICHI- D L_—_—DaEHDC
TemPhD_cluster_46477:1-54,397 (+)
IX K KKK KRR HAAKUCHMIG- OO WD@HDC

TemPhD_cluster_57786:1-54,296 (+)

DECK KKK KRR HHARTKKICHIMAC-COT_——_WDa@HD

TemPhD_cluster_34635:1-54,317 (+)

K KKK KRR KHEIKKUCHIMIII0T— O @HIDC]
TemPhD_cluster_39753_:1-50,434 (+)
DEXCK KRR KRR HAROHKMCHIM IO R

TemPhD_cluster_34633:1-54,317 (+)

CEXCK AR R HIRIHCHIMIGCO L DaHDC

TemPhD_cluster_46486: 1-54,162 (+)

DK KKK KRR KHIHEHMCHMIIG IO DID@HIDC
IMGVR _UViG_2568526275_000001|2568526275|2568560688: 1-54,146 (+)
COCK KIAAK KRR HTHERRCHMIKIA-A0TOEHDC]

TemPhD_cluster_57438:1-56,174 (+)

LK KR KKK R RO D EHIDC =

TemPhD_cluster_39606_: 1-52,531 (+)

CECK K KKK KKK XA I0T— O EHDC
MGV-GENOME-0321818: 1-55,085 (+)
EXCK KKK KRR HETHHRUCHIMI- DT O EHDC]

TemPhD_cluster_26812: 1-54,966 (+)

K KRG KRR KKK HEHEHKCHIM IO OMHIDC

IMGVR_UViG_2687453139_000001|2687453139|2687453547:1-56,230 (+)

COCK KRAAK KA IO OMHIDCH
IMGVR_UViG_2687453387_000001|2687453387|2687453990: 1-55,416 (+)
CECK KUK KRR XA HARCHIMI-OD—OMHDC

IMGVR_UViG_3300045988_120914|3300045988|Ga0495776_005508: 1-55,220 (+)

CECK KKK KRR K KRR EHHKACHBMI-IDTOHIDC]

TemPhD_cluster_34616: 1-54,814 (+)

DOCK

IMGVR_UViG_2585427669_000001|2585427669|2585443548: 1-55,298 (+)

EXCK KKK KKK KK ICHBMIICHIOT—OMHIDC

uvig_315145:1-55,771 (+)

DOCK

uvig 319058:1-55,771 (+)

DOCK

TemPhD_cluster_57547:1-55,519 (+)

DK

uvig_576586:1-53,810 (+)

DEXCK KKK KKK K KM HERIKKKCHBMI- OO
TemPhD_cluster_58012: 1-53,403 (+)
OOCK KRR KHAHEHICHIMII-IDT D
TemPhD_cluster_58043: 1-53,330 (+)
OEXCK KR KRR KKK IDT—IHIDC]
TemPhD_cluster_17941: 1-53,184 (+)
OOCK KKK KRR K IHAGIKKICHOMMI-OOT— OO

TemPhD_cluster_39553_: 1-53,369 (+)

HACUIRKICHIMKIA-ID— IHIDC DK O (4

\MG\/R7U\/\'Gi2578537937030001&627853793\2627889808: 1-51,622(-)

DK

TemPhD_cluster_39555_:1-53,369 (+)

DK

uvig 394927:1-53,315 (+)

OOCK

TemPhD_cluster_57907:1-53,788 (+)

LK

TemPhD_cluster_46543: 1-53,780 (+)

CECK KIAAK KKK KRGO HDC
TemPhD_cluster_46645: 1-53,028 (+)
CECK KKK KIRK K-GO IO

IMGVR_UViG_3300045988_118510|3300045988|Ga0495776_130412:1-55,526 (+)

PECK K KKK KR A HATIUCHMHII- DT

MGV-GENOME-0318693:1-53,528 (+)

DD KKCKKK KRR KKK IHOO T OMMHDC

uvig 315883:1-49,700 (+)

OOCK

uvig_576208:1-53,961 (+)

—
uvig_393873:1-38,331 (-)

DK

MGV-GENOME-0317178:1-52,870 (+)

K R KRR KRR MO HIDC -

IMGVR_UViG_3300011956_000002|3300011956|Ga0120803_100053: 1-52,876 (+)

DOCK KUK RKKKRRC I KHEIARCHIMIA-O0T WHDC -

TemPhD cluster_58169:1-52,711 (+)

COACK
COCK

TemPhD_cluster_46619:1-53,110 (+)

DOCK

IMGVR_UViG_2888697747_000001|2888697747|2888697752:1-53,096 (+)

OOCK KK KRR AEURICHOMKIT-ADT— I =

TemPhD_cluster_31341:1-52,525 (+)

LK KRR KRR KRNI IHIDC -

TemPhD_cluster_26857: 1-51,350 (+)

DOCK KRR KRR KRRHIRKICHMIGI0 T D -

TemPhD_cluster_46925: 1-51,003 (+)

DOCK KUK KRR KRERCERIKAMCHIMIIOD DT

TemPhD_cluster_46666:1-52,865 (+)

DOCK KRR KKK RRRERIKMCHINIIEO0 T O -

IMGVR_UViG_3300032124_000001|3300032124|Ga0311274_10040: 1-53,590 (+)

DK

TemPhD_cluster_57692: 1-54,862 (+)

DOCK

TemPhD_cluster_31305: 1-53,250 (+)

K

IMGVR_UViG_3300045988_130929|3300045988|Ga0495776_095203: 1-51,639 (+)

CECK KKK KKK KHIHERIKMCHIMIIOT—OMDaHIDC
TemPhD_cluster_57790:1-54,330 (+)

OEXCK KRR KRR KHIERRKHCHBMAC-O0L DD -
TemPhD_cluster_46495: 1-54,169 (+)

DEXCK KKK KRR KHHEHMCHIMI-ID T WDaHIDC
TemPhD_cluster_57817:1-54,267 (+)

DK KRR KRR KR HERIKKMCHOMIG- DT DCHDC -

IMGVR_UViG_2636415599_000001|2636415599|2636438088: 1-54,715 (+)

DOCK

TemPhD_cluster_57789: 1-54,378 (+)

DK
DOCK

TemPhD_cluster_26804: 1-55,118 (+)

OOCK

TemPhD_cluster_57362:1-56,632 (+)

DOCK

TemPhD_cluster_31283: 1-54,175 (+)

DK

TemPhD_cluster_57800: 1-54,316 (+)

K

TemPhD_cluster_31265: 1-55,035 (+)

DOCK

TemPhD_cluster_57321: 1-57,003 (+)

OOCK

TemPhD_cluster_25292:1-54,559 (+)

LK

TemPhD_cluster_57670: 1-54,905 (+)

DOCK

MGV-GENOME-0318486: 1-53,429 (+)

OOCK KA KKK M EIACHM G- OIHDC -

TemPhD_cluster_57866: 1-54,054 (+)

XK

TemPhD_cluster_57942:1-53,634 (+)

DOCK KRR REEIRRICHIMMI-OD T DD -

TemPhD_cluster_58061: 1-53,222 (+)

DOCK KRR RKRRRRC KKK KMAREHKKICHIMARICRIO . OO 1=

TemPhD_cluster_58222:1-52,489 (+)

HIECRIKKHCHMIZ-I0L— IDCHDCHDDDCK KRR

—_— -
IMGVR_UViG_2870242069_000001|2870242069|2870242071: 1-55,398 (-)

OOCK KR RIRKRRR KKK IRERKKRICHOMRICHID T OPHIDC =

TemPhD_cluster_40203: 1-48,141 (+)

HACHIRCHBMICHIOT DK K KIKKRKC I

\MG\/R)J\/\G){?B 1331 17060001 2681813311|2681884335:1-46,330 (-)

DK K 4 (S OGO (O O S D I 7O O

TemPhD_cluster_39448_:1-55,057 (+)

OOCK K

TemPhD_cluster 57911:1-53,870 (+)

CDEK

TemPhD_cluster_34951:1-48,996 (+)

LK

TemPhD_cluster_58470: 1-51,267 (+)

DOCK KR IR XHIHT- THAHCHINKIT-ADT—OWHIDC
MGV-GENOME-4426722:1-54,658 (+)

DK KKK KKK XHAEHEHRCHIMIIDT—OHIDC
IMGVR_UViG_3300028955_000002|3300028955|Ga0169715_100068: 1-54,617 (+)

PECK K RO RRKRRICK MO THAHCHIMI DI
uvig_119453:1-54,744 (+)

DEXCK KRAK KKK KR OOT—OHIDC

TemPhD_cluster_57913: 1-53,858 (+)

OECK KIAAAK KKK XTI ICHMII3-AD T OHIDC

TemPhD_cluster_57824:1-54,166 (+)

MGV-GENOME-0282761:1-42,785 (+)

DK KKK KKK HRRIRHKRICHIMIRERID . O EHIDC -
TemPhD_cluster_58413:1-51,482 (+)
DK KKK KRR HHEHACHOMIEIDT— DD

TemPhD_cluster_58104: 1-53,041 (+)

DOCK KKK KKK RIRRCHM RO ODERIDC -

TemPhD_cluster_58030: 1-53,338 (+)

DK KK KKK KR RICHMR-OOT— D EHDC -

TemPhD_cluster_24153: 1-53,260 (+)

D

1
TemPhD_cluster_39428_:1-55,354 (+)

OECK KKK KRR IR RGO OWDCHIDC ]
TemPhD_cluster_57867:1-53,981 (+)
DDEK KKKKKK RIKKIRRC I RRHRKRCHM IO D ERDC -

TemPhD_cluster_58630: 1-50,588 (+)

COCK KKK KRR KHAERIKACHMM IGO0 ODEHDC ]

IMGVR_UViG_2938756752_000001|2938756752|2938756753: 1-54,847 (+)

DK KKKKKK KK HAEHKKNICHM -0 ODEHDC
TemPhD_cluster_57697: 1-54,790 (+)
OOCK KIKKKK RKKKRRICI KRR HMM A0 DD -

TemPhD_cluster_577083:1-54,779 (+)

K KRR KRR HIREH-KRCHOM KGRI WDCHC -

IMGVR_UViG_2728368967_000001|2728368967|2728380376: 1-52,475 (+)

uvig_314349:1-44,006 (+)

LK KKK RRRRRRCI R RIHIKRCHIMRICAO T D HIDC =

TemPhD_cluster_34647:1-53,943 (+)

DOCK

—DIOCK

IMGVR_UViG_2728369405_000001|2728369405|2728434830: 1-66,149 (-)

CECK KRG SO O P D I G
TemPhD_cluster_57839:1-54,181 (+)
DK KRR RIRKKKRRIC KRR HMAII-O— WD

TemPhD_cluster_57672:1-54,907 (+)

K

IMGVR_UViG_2718218149_000001|2718218149|2718228695: 1-73,597 (+)

K

TemPhD _cluster_57694:1-54,819 (+)

DK

TemPhD_cluster_46347:1-56,007 (+)

COEK

TemPhD_cluster_57722:1-54,684 (+)

DOCKK

uvig 164018:1-54,340 (+)

DK

TemPhD_cluster_39442_:1-55,222 (+)

COEKK

TemPhD_cluster_57605: 1-55,138 (+)

DK

TemPhD_cluster_46457: 1-54,437 (+)

COEHK

TemPhD_cluster_46553: 1-53,643 (+)

DK

TemPhD_cluster_57736: 1-54,632 (+)

DDA

TemPhD c\.uster 46545:1-53,785 (+)

COEHK

TemPhD_cluster_57739: 1-54,623 (+)

COEHK

TemPhD_cluster_57464: 1-56,049 (+)

DK

TemPhD_cluster_16773: 1-54,648 (+)

DK

TemPhD_cluster_18285: 1-54,894 (+)

COCKK

TemPhD_cluster_57610: 1-55,197 (+)

COEHK

TemPhD_cluster_46424:1-55,095 (+)

COEK

TemPhD_cluster_57755:1-54,532 (+)

COEKK

TemPhD_cluster_57863: 1-54,068 (+)

IXK KKCKKK KKK HIEIKACHIMRAUAMEID T a1

IMGVR_UViG_3300044212_000020|3300044212|Ga0455833_0278: 1-56,105 (+)

XK

IMGVR_UViG_2922799275_000001|2922799275|2922799278:1-73,221 (+)

HIHKKICHMRIG-ODT_—_ MDD K KUK KKK

\MG\/R,U\/\'G,_271821849;000001I2718218496\2718229358: 1-46,883(-)

OOCK

TemPhD_cluster_46681:1-52,728 (+)

—DCK
K

TemPhD_cluster_46359: 1-55,853 (+)

DK IR KO HCIHEHIMING-OD T OIHDAHIDC

TemPhD_cluster_57516: 1-55,672 (+)

XK KUK IR K - EMRHACERIKKCHMREOT ODaHDC ]

TemPhD_cluster_57419:1-56,322 (+)

COCK K KRR K HAHEH-ICHIMHIAD T I CEHIDC -
TemPhD_cluster_46480: 1-54,348 (+)
COCK K KRR HIRCEHI-ACHIMHIE-AODL— DCHDC -

TemPhD_cluster_28828: 1-54,106 (+)

K
OO

IMGVR_UViG_2925462933_000001|2925462933|2925462936: 1-72,689 (+)

OOEK KKK KRR KK KRR HOMKAMIIDT— OHDC D

IMGVR_UViG_2907875362_000001|2907875362|2907875367: 1-52,919 (+)

CEOACK KIKKKK KRR KHAMTKRRCHBMARIICOT IDHIDC ]

TemPhD_cluster_58377:1-51,671 (+)

/(0 KIKKKK KRR COT—_OHHIDC
MGV-GENOME-0316919: 1-52,747 (+)
OEAX KKK KKK MR- B

AY374448.1:1-51,601 (+)

—_— -
IMGVR_UViG_2808606811_000001|2808606811|2808653076: 1-73,507 (-)

OO K HIEEHHRIACHMEI0 T DI -

L L
MGV-GENOME-0210112:1-29,770 (+)

uvig_315065:1-27,198 (+)

DK KIKKIK SRR EOIKHCHOMIA-ODT_————DIHIDC
TemPhD_cluster_34740: 1-51,284 (+) AN =

COAK KIGTK KKK IR IDT——WHIDC
IMGVR_UViG_2767802210.000001|2767802210|2767831495: 1-52,451 (+)

COCKK KKK (T e (@ GEE T D
IMGVR_UVIG_3300045988_120696|3300045988|Ga0495776_114271: 1-52,327 (+) ] n

DDAKK KKKKKK KRR AR IEAIDT—WHDD

SAMNOO0991595_al_ct2355_vs1:1-51,467 (+)

HERAUKHCHOMKIEHAT-IDTOIHDC K KRR

\MG\/RfU\/\'G)WJﬁOQ1847000001 ?767802184\2767829553: 1-48,258 (-)

} 30000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
I




