MGV-GENOME-0251890: 1-37,058 (+)

MGV-GENOME-0245582:1-36,031 (+)

MGV-GENOME-0214349:1-30,541 (+)

MGV-GENOME-0213866:1-30,451 (+)

MGV-GENOME-0220703:1-31,670 (+)

MGV-GENOME-0188228:1-25,961 (+)

O HOEODCECOH

MGV-GENOME-0226539: 1-32,662 (+)

MGV-GENOME-0255064: 1-37,603 (+)

uvig 33775:1-44,749 (+)

MGV-GENOME-4421221:1-44,481 (+)

O OO0

MGV-GENOME-0279590: 1-42,152 (+)

uvig_176570:1-37,218 (+)

uvig 520284:1-25813 (+)

uvig 43931:1-40,503 (+)

MGV-GENOME-0249952:1-36,733 (+)

MGV-GENOME-0252428:1-37,145 (+)

MGV-GENOME-0264268:1-39,203 (+)

uvig_3492:1-39,203 (+)

MGV-GENOME-0224345:1-32,282 (+)

MGV-GENOME-0270329: 1-40,334 (+)

SRS013940_a1 ct21920_vs1:1-32,925 (+)

B D DYDY

Draper_2018_SRR6914104_NODE_9_length_46661_cov_61.894391:1-46,661 (+)

ISR PDRCEODDIN_JBiD-O-O0-DODD
MGV-GENOME-0211690: 1-30,041 (+) D
I D Y Db Y) N D—CHHEIE D0 PDRCOEREION_BR-O-DE-DEDD

MGV-GENOME-0266372:1-39,576 (+)

MGV-GENOME-0219634: 1-31,494 (+)

uvig_84458:1-31,043 (+)
k 10000 nt {
defence (DefenseFinder) defence (PADLOC)




